Table 1. qRT-PCR primers
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Table 2 Summary of RNA-seq data
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Primer name Primer sequence(5’ to 3') Tm(C°) Gene id Target gene
Usp18-F TTGGGCTCCTGAGGAAACC 56.3 ENSMUSG00000030107 Usp18
Usp18-R CGATGTTGTGTAAACCAACCAGA 56

Cmpk2-F CCGGCACAGGAACCTCATC 57.6 ENSMUSG00000020638 Cmpk2
Cmpk2-R TGGAACACCGCAGAGTTAAGC 57.7

Iit3b-F AGTGAGGTCAACCGGGAATCT 57.6 ENSMUSG00000062488 Ifit3b
Ifit3b-R TCTAGGTGCTTTATGTAGGCCA 55.2

Tnfsf15-F CCATCCTCGCAGGACTTAGC 57.3 ENSMUSG00000050395 Tnfsf15
Tnfsf15-R CCCGAAGCATACAGTCTTTTCC 56

oas3-F AGACGGAGAACACTGGATAGATG 55.9 ENSMUSG00000032661 0as3
0as3-R GGAGGAGTACACGTTGGGTG 57

Zbp1-F TCTGGATGGCGTTTGAATTGG 55.1 ENSMUSG00000027514 Zbp1
Zbp1-R GAAATGCCAAGTGCCCAAGAA 56

Acod1-F GGCACAGAAGTGTTCCATAAAGT 55.7 ENSMUSG00000022126 Acod1
Acod1-R GAGGCAGGGCTTCCGATAG 56.8

Saa3-F TGCCATCATTCTTTGCATCTTGA 55.8 ENSMUSG00000040026 Saa3
Saa3-R CCGTGAACTTCTGAACAGCCT 57.4
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Clean Error

Sample Raw reads Raw bases reads Clean bases rate(%) Q20(%) Q30(%) GC content(%)
A0_1 47241248 7133428448 46420118 6800430100 0.0266 97.27 92.73 51.89
A0_2 52726670 7961727170 51750708 7570704565 0.0272 97.04 92.22 51.89
A0_3 46035844 6951412444 45303426 6647470818 0.0274 96.99 92.08 51.77
A0_4 49102138 7414422838 48063744 7042005631 0.0265 97.31 92.82 51.82
K2_1 45675072 6896935872 44973576 6588423551 0.0264 97.37 92.94 51.81
K2 2 49977282 7546569582 49171488 7173162757 0.0263 97.4 93.03 51.84
K23 49902824 7535326424 49076850 7145111327 0.0264 97.35 92.9 51.54
K2_4 55331162 8355005462 54173080 7920891566 0.0267 97.26 92.69 51.37
K4 1 52838702 7978644002 51811850 7552462045 0.0276 96.89 91.87 51.58
K4 2 50168876 7575500276 49359344 7253347522 0.027 97.13 92.38 51.74
K4 3 55471404 8376182004 54395354 7890363767 0.0271 97.1 92.35 51.8
K4 4 49809646 7521256546 48835620 7141069835 0.0274 96.97 92.05 51.96
K8 1 46793988 7065892188 45918008 6722783799 0.0263 97.4 92.98 51.88
K8 2 51972212 7847804012 50781050 7427027063 0.0275 96.91 91.97 51.91
K8 3 49743728 7511302928 48676178 7107057028 0.0265 97.3 92.82 51.86

K8_4 54980430 8302044930 53664418 7811824763 0.0265 97.32 92.89 51.89











