	Strain
	Location
	Epitope
	Score
	Strain
	Location
	Epitope
	Score

	HN9-1-2016
	69 - 88
	EEHLDEGTPHIQGYLRLKTK
	1.000
	SX-14-2019
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000

	
	149 - 168
	LIADMRGLNESEFEAKYPKF
	0.723
	
	120 - 139
	LIADMRGLNESEFEAKYPKF
	0.723

	HN13-2016
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	HN4-1-2020
	67 - 86
	KDKDEEARELIADMRSLTES
	1.000

	
	137 - 156
	PKFYMYHQALYRQFRHEALV
	0.559
	
	5 - 24
	HIQGYLRPKRQIARSKVERW
	0.987

	HN2016-2016
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	
	93 - 112
	PKFYMYHQALYRQFRHEALV
	0.763

	
	111 - 130
	KDKDEEARELIADMRSLTES
	0.732
	
	29 - 48
	AYIERAMGSELDNIKYCTKE
	0.709

	HN1-2018
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	
	154 - 173
	AYNKWWNGFVQEDTKRVVID
	0.648

	
	120 - 139
	LIADMRGLNESEFEAKYPKF
	0.723
	HN1-1-2021
	46 - 65
	ATPHIQGYLRTKRQIDRSKV
	1.000

	HN2-2018
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	
	137 - 156
	PKFYMYHQALYRQFRHEALV
	0.616

	
	120 - 139
	LIADMRGLNESEFEAKYPKF
	0.723
	
	73 - 92
	AYIERAMGSELDNIKYCTKE
	0.572

	HN10-2018
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	
	198 - 217
	AYNKWWNGFVQEDTKRVVID
	0.523

	
	120 - 139
	LIADMGGLNESEFEAKYPKF
	0.588
	HN2-1-2021
	1 - 20
	MQHHISQGYLRTKRQIDRSK
	1.000

	HN-9-2019
	40 - 59
	EEHLDEGTPHIQGYLRLKTK
	1.000
	
	67 - 86
	KDKDEEARELIADMRSLTES
	0.903

	
	111 - 130
	KDKDEEARELIADMRSLTES
	0.732
	
	93 - 112
	PKFYMYHQALYRQFRHEALV
	0.690

	
	137 - 156
	PKFYMYHQALYRQFRHEALV
	0.559
	
	29 - 48
	AYIERAMGSELDNIKYCTKE
	0.640

	SX7-1-2019
	40 - 59
	EEHLNEGTPHIQGYLRLKTK
	1.000
	
	154 - 173
	AYNKWWNGFVQEDTKRVVID
	0.585

	
	137 - 156
	PKFYMYHQALYRQFRHEALV
	0.602
	HN3-1-2021
	110 - 129
	AKNKDDEARELLTDMRGLNE
	1.000

	
	198 - 217
	AYNKWWNGFVQEDTKRVVID
	0.511
	
	43 - 62
	LDEGTPHIQGYLRTKKQIDM
	0.506


Table S6. The predicted B-cell epitopes of Rep protein

