Table S2 Percent nucleotide and amino acid identity (% Identity) between the 13 PCLV strains in the study and the reference strains

	Strain
	HN2-1-2021
	HN4-1-2020
	HN9-1-2016
	The remaining strains

	
	Genome
	Rep gene
	Genome
	Rep gene
	Genome
	Rep gene
	Genome
	Rep gene

	
	
	nt
	aa
	
	nt
	aa
	
	nt
	aa
	
	nt
	aa

	21
	74.3
	86.5
	88.0
	75.8
	86.1
	88.8
	79.8
	94.7
	94.5
	74.7-87.6
	86.1-95.4
	88.4-97.4

	GX14
	73.5
	85.9
	88.4
	75.4
	85.5
	89.1
	79.4
	92.2
	93.9
	73.9-86.9
	85.7-94.1
	88.7-97.4

	GX15
	73.7
	85.9
	88.4
	75.4
	85.5
	89.1
	79.5
	92.3
	94.2
	74.2-87.1
	85.9-94.0
	88.7-97.7

	GX19
	73.7
	85.6
	89.1
	75.4
	85.0
	89.9
	79.4
	91.6
	93.9
	74.2-86.9
	85.7-93.0
	89.4-96.8

	CMM06
	75.9
	85.9
	88.8
	80.4
	85.1
	89.5
	85.2
	89.3
	91.6
	76.1-90.3
	85.4-94.7
	88.4-98.4

	CQY09
	74.4
	85.8
	88.4
	76.7
	85.4
	89.1
	83.8
	95.1
	93.9
	74.7-91.0
	85.3-95.7
	88.7-97.4

	CSW10
	74.0
	85.4
	88.8
	75.7
	85.0
	89.5
	80.1
	92.5
	93.2
	74.4-86.6
	85.2-93.1
	88.7-96.8

	CZQ11
	74.5
	85.9
	89.1
	77.2
	85.1
	89.9
	78.0
	87.9
	92.3
	74.8-84.5
	85.2-96.9
	89.1-99.0

	CZH12
	73.9
	85.8
	88.8
	76.1
	85.0
	89.5
	81.7
	88.3
	91.6
	74.3-90.2
	85.5-95.8
	88.7-98.4

	302_4
	74.6
	87.4
	89.1
	76.6
	86.8
	89.9
	79.1
	92.3
	92.6
	75.0-86.8
	85.7-92.8
	88.4-96.5

	288_4
	74.7
	87.2
	88.8
	76.5
	86.6
	89.5
	79.1
	92.4
	92.9
	75.1-86.7
	85.9-92.9
	88.7-96.8

	CH
	72.2
	84.8
	87.1
	73.8
	84.3
	87.9
	76.8
	89.2
	91.9
	72.6-82.0
	83.8-89.7
	86.0-94.2

	22
	74.6
	85.6
	90.6
	75.8
	84.9
	91.0
	78.3
	87.1
	87.8
	75.1-84.5
	83.8-87.8
	83.6-90.7

	453_7
	39.8
	48.7
	37.1
	39.5
	48.0
	37.5
	41.0
	50.6
	40.2
	41.0-42.8
	50.5-51.4
	40.3-43.2

	303_7
	40.0
	48.8
	37.1
	39.6
	48.2
	37.5
	41.1
	50.7
	40.2
	41.1-42.8
	50.6-51.5
	40.3-43.2

	453_5
	35.4
	50.7
	39.3
	35.8
	50.4
	40.1
	36.5
	52.4
	44.3
	36.4-37.8
	51.3-53.7
	41.8-44.7

	303_5
	38.0
	50.7
	39.3
	39.2
	50.4
	40.1
	39.6
	52.4
	44.3
	39.1-41.6
	51.3-53.7
	41.8-44.7

	302_5
	37.9
	50.7
	39.3
	39.2
	50.4
	40.1
	39.6
	52.4
	44.3
	39.1-41.6
	51.3-53.7
	41.8-44.7

	51
	40.0
	48.9
	36.4
	40.0
	48.3
	36.7
	40.8
	50.1
	38.8
	41.0-41.9
	50.1-51.8
	38.6-42.5

	41
	38.0
	50.2
	37.5
	39.3
	49.9
	37.8
	40.2
	52.6
	43.3
	39.2-41.5
	51.9-54.0
	41.2-43.4



