Table S4 The information of thirty-nine putative recombination events among the genome sequences of 13 PCLV strains in the study and 20 reference strains
	Strain
	Putative breakpoints (nt)
	Putative parents and similarity
	Av. P-Val

	
	
	Major parental strain
	Minor parental strain
	RDP
	GENECONV
	BOOTSCAN
	MaxChi
	Chimaera
	SiScan
	3Seq

	HN9-1-2016
	2862-560
	CZQ11
	CQY09
	1.963×10-71
	3.298×10-53
	1.012×10-66
	5.042×10-33
	7.932×10-35
	5.298×10-30
	1.330×10-115

	
	1681-2296
	CZH12
	302_4
	1.220×10-18
	7.485×10-33
	9.061×10-16
	9.660×10-13
	1.318×10-13
	3.747×10-28
	1.248×10-05

	HN13-2016
	1523-2206
	CZH12
	302_4
	1.220×10-18
	7.485×10-33
	9.061×10-16
	9.660×10-13
	1.318×10-13
	3.747×10-28
	1.246×10-05

	
	2937-3694
	CMM06
	SX-14-2019
	2.490×10-63
	4.470×10-68
	1.281×10-65
	6.407×10-20
	1.320×10-20
	1.900×10-24
	8.593×10-54

	HN2016-2016
	1115-1800
	HN10-2018
	HN9-1-2016
	4.342×10-53
	4.112×10-53
	 3.805×10-54
	5.263×10-19
	1.104×10-18
	1.730×10-19
	1.069×10-52

	HN1-2018
	906-1353
	HN10-2018
	302_4
	1.529×10-15
	
	6.327×10-15
	2.041×10-07
	9.502×10-07
	5.719×10-05
	6.348×10-07

	
	2761-3849
	GX15
	CZH12
	6.365×10-17
	2.720×10-20
	9.912×10-18
	4.084×10-15
	3.242×10-16
	1.073×10-20
	5.724×10-09

	HN2-2018
	906-1532
	HN10-2018
	302_4
	1.529×10-15
	
	6.327×10-15
	2.041×10-07
	9.502×10-07
	5.719×10-05
	6.348×10-07

	
	2814-3754
	GX15
	CZH12
	6.365×10-17
	2.720×10-20
	9.912×10-18
	4.084×10-15
	3.242×10-16
	1.073×10-20
	5.724×10-09

	HN10-2018
	2751-3277
	GX15
	CZH12
	1.190×10-03
	
	6.173×10-04
	2.696×10-03
	3.021×10-03
	
	2.189×10-08

	HN-9-2019
	433-869
	302_4
	HN4-1-2020
	1.001×10-07
	
	
	2.673×10-07
	1.311×10-08
	
	2.217×10-06

	
	1805-2199
	CZQ11
	CMM06
	4.474×10-41
	2.488×10-53
	1.431×10-14
	9.078×10-19
	1.075×10-08
	1.885×10-26
	3.968×10-21

	SX7-1-2019
	1595-2212
	CZH12
	302_4
	1.220×10-18
	7.485×10-33
	9.061×10-16
	9.660×10-13
	1.318×10-13
	3.747×10-28
	1.246×10-05

	
	2478-2626
	22
	41
	5.907×10-04
	6.882×10-05
	
	2.270×10-07
	1.211×10-03
	1.924×10-13
	1.806×10-02

	
	2773-3702
	CMM06
	SX-14-2019
	2.490×10-63
	4.470×10-68
	1.281×10-65
	6.407×10-20
	1.320×10-20
	1.900×10-24
	8.593×10-54

	SX-14-2019
	2061-2681
	HN10-2018
	HN2016-2016
	6.263×10-41
	3.362×10-41
	1.242×10-37
	2.562×10-29
	2.995×10-04
	5.197×10-39
	1.266×10-74

	HN4-1-2020
	3192-1666
	HN-9-2019
	HN1-1-2021
	3.057×10-66
	1.816×10-48
	4.560×10-81
	4.294×10-32
	2.077×10-28
	4.732×10-42
	

	HN3-1-2021
	3327-1773
	HN1-1-2021
	HN4-1-2020
	8.643×10-113
	2.074×10-61
	5.878×10-110
	7.226×10-46
	7.505×10-46
	8.620×10-40
	2.412×10-194

	GX14
	546-1213
	HN2-2018
	CQY09
	1.709×10-16
	1.284×10-16
	4.488×10-17
	1.167×10-07
	4.874×10-10
	3.459×10-08
	1.081×10-13

	GX15
	2827-3205
	CZH12
	288_4
	8.683×10-07
	1.115×10-05
	1.239×10-04
	2.544×10-06
	2.547×10-04
	1.204×10-22
	6.485×10-03

	
	546-1252
	HN2-2018
	CQY09
	1.709×10-16
	1.284×10-16
	4.488×10-17
	1.167×10-07
	4.874×10-10
	3.459×10-08
	1.081×10-13

	GX19
	867-1393
	HN2-2018
	CQY09
	1.709×10-16
	1.284×10-16
	4.488×10-17
	1.167×10-07
	4.874×10-10
	3.459×10-08
	1.081×10-13

	
	2827-3204
	CZH12
	288_4
	8.683×10-07
	1.115×10-05
	1.239×10-04
	2.544×10-06
	2.547×10-04
	1.204×10-22
	6.485×10-03

	
	2408-3944
	GX15
	GX14
	9.380×10-05
	1.363×10-04
	2.542×10-06
	3.953×10-09
	
	4.645×10-07
	2.577×10-09

	CMM06
	1527-2209
	CZH12
	302_4
	1.220×10-18
	7.485×10-33
	9.061×10-16
	9.660×10-13
	1.318×10-13
	3.747×10-28
	1.246×10-05

	
	3233-3845
	CZQ11
	GX14
	3.561×10-18
	7.886×10-27
	9.824×10-22
	2.315×10-13
	2.445×10-13
	2.417×10-19
	3.962×10-10

	CQY09
	1836-2745
	SX-14-2019
	CZQ11
	7.514×10-68
	1.234×10-59
	9.082×10-76
	8.524×10-35
	5.393×10-09
	1.980×10-45
	7.307×10-88

	CSW10
	2762-3301
	CZH12
	HN2016-2016
	1.728×10-15
	6.877×10-21
	
	2.081×10-15
	4.667×10-12
	
	2.397×10-05

	CZQ11
	3923-898
	HN-9-2019
	HN13-2016
	1.235×10-16
	6.742×10-21
	8.561×10-22
	2.300×10-03
	5.421×10-09
	2.196×10-22
	

	
	2788-3187
	22
	HN4-1-2020
	3.670×10-08
	5.580×10-03
	6.519×10-07
	9.341×10-06
	9.855×10-09
	5.895×10-08
	1.482×10-09

	CZH12
	3954-991
	HN3-1-2021
	CMM06
	6.707×10-06
	7.443×10-09
	
	4.402×10-08
	
	
	7.715×10-10

	
	3954-1864
	CQY09
	CZQ11
	8.298×10-15
	2.419×10-11
	1.265×10-13
	1.907×10-21
	7.734×10-20
	6.911×10-17
	7.348×10-35

	CH
	1657-2165
	GX14
	HN1-2018
	5.446×10-04
	1.775×10-10
	1.819×10-04
	4.252×10-07
	2.233×10-04
	9.382×10-07
	

	
	2946-3504
	302_4
	22
	3.300×10-14
	4.113×10-09
	2.346×10-13
	3.399×10-06
	1.844×10-06
	1.023×10-19
	5.052×10-04

	21
	3890-1230
	22
	SX-14-2019
	8.304×10-07
	3.119×10-05
	3.457×10-15
	5.056×10-18
	1.417×10-19
	2.816×10-17
	2.302×10-36

	
	2719-3889
	21
	302_4
	5.587×10-05
	
	1.167×10-06
	3.770×10-04
	6.208×10-06
	6.245×10-10
	1.756×10-05

	22
	2657-96
	302_4
	GX15
	5.587×10-05
	
	1.167×10-06
	3.770×10-04
	6.208×10-06
	6.245×10-10
	1.756×10-05

	
	298-545
	HN3-1-2021
	CSW10
	7.444×10-05
	2.220×10-03
	
	2.709×10-05
	2.320×10-05
	
	

	
	944-1847
	CQY09
	CSW10
	5.298×10-03
	
	3.574×10-02
	7.689×10-03
	6.252×10-07
	2.142×10-05
	1.542×10-03



Note: The PCLV strains sequenced in this study are in bold.
