[bookmark: OLE_LINK1][bookmark: OLE_LINK2][bookmark: OLE_LINK3]Supplementary Table 1 Clinical characteristics of patients with carotid stenosis for the culture of primary VSMCs 
	Characteristic
	Stable plaque group
	Vulnerable plaque group
	P value

	No.
	14
	16
	

	Male, No. (%)
	13(92.9%)
	15(93.8%)
	1.00

	[bookmark: OLE_LINK146][bookmark: OLE_LINK147]Age, mean ± SD, y
	62.5±7.5
	63.6±7.7
	0.69

	BMI, mean ± SD
	
	
	

	Hypertension
	9(64.3%)
	13(81.3%)
	0.42

	Diabetes mellitus
	5(35.7%)
	11(68.8%)
	0.14

	Hyperlipidemia
	6(42.9%)
	10(62.5%)
	0.46

	CAD
	1(7.1%)
	4(25.0%)
	0.34

	Smoking history
	4(28.6%)
	8(50%)
	0.28

	HDL-C(mmol/L)
	0.9±0.2
	0.9±0.2
	0.98

	LDL-C(mmol/L)
	1.4±0.4
	1.9±0.5
	0.03

	Triglyceride(mmol/L)
	0.8±0.3
	1.3±0.6
	0.01

	Total cholesterol (mmol/L)
	2.9±0.7
	3.0±0.5
	0.51

	Apoprotein A1 (g/L)
	[bookmark: OLE_LINK148][bookmark: OLE_LINK149]1.0±0.2
	1.0±0.2
	0.83

	Apoprotein B (g/L)
	0.6±0.2
	0.6±0.1
	0.56

	Fasting blood glucose (mmol/L)
	4.8±1.3
	8.6±1.9
	<0.0001

	Glycated hemoglobin (%)
	[bookmark: OLE_LINK150][bookmark: OLE_LINK151]5.4±0.8
	6.9±1.1
	<0.0001

	High-sensitive CRP (mg/L)
	1.4±0.8
	1.5±1.8
	0.76


BMI body mass index (calculated as weight in kilograms divided by height in meters squared), CAD coronary artery disease, LDL-C low-density lipoprotein cholesterol, HDL-C high-density lipoprotein cholesterol


[bookmark: OLE_LINK653][bookmark: OLE_LINK654][bookmark: OLE_LINK77][bookmark: OLE_LINK82][bookmark: OLE_LINK16][bookmark: OLE_LINK17][bookmark: OLE_LINK643][bookmark: OLE_LINK644][bookmark: OLE_LINK107][bookmark: OLE_LINK110][bookmark: OLE_LINK645][bookmark: OLE_LINK646][bookmark: OLE_LINK133][bookmark: OLE_LINK134][bookmark: OLE_LINK479][bookmark: OLE_LINK480][bookmark: OLE_LINK647][bookmark: OLE_LINK648][bookmark: OLE_LINK115][bookmark: OLE_LINK116][bookmark: OLE_LINK649][bookmark: OLE_LINK650][bookmark: OLE_LINK113][bookmark: OLE_LINK114]Supplementary Figure 1 A Fluorescence staining for multiple organelles such as the nucleus, endoplasmic reticulum (ER), mitochondria, and lysosomes by live-cell imaging. B Dynamic changes in organelles observed by live-cell imaging. Scale bar =10 um. C Quantitative analysis of the number of ER whorls in PVSMC(S) and PVSMC(V) (n=30 cells in each group). D Quantitative analysis of the changes in the area, perimeter, and branch length between PVSMC(S) and PVSMC(V) (n=30 cells in each group). E Quantitative analysis of the changes in fluorescence intensity of lysosome between PVSMC(S) and PVSMC(V). F Quantitative analysis of the number of ER whorls in HA-VSMC and HC-VSMC under the treatment of DMSO, DTT, HG and ox-LDL (n=30 cells in each group). G Quantitative analysis of changes in the area, perimeter, and branch length in HA-VSMC and HC-VSMC under the treatment of DMSO, oligomycin A1, HG, and ox-LDL (n=30 cells in each group). H Quantitative analysis of the changes in fluorescence intensity of lysosome in HA-VSMC and HC-VSMC under DMSO, BafA1, HG and ox-LDL (n=30 cells each group). 

[bookmark: OLE_LINK655][bookmark: OLE_LINK656][bookmark: OLE_LINK477][bookmark: OLE_LINK478][bookmark: OLE_LINK129][bookmark: OLE_LINK130][bookmark: OLE_LINK657][bookmark: OLE_LINK658][bookmark: OLE_LINK485][bookmark: OLE_LINK486][bookmark: OLE_LINK661][bookmark: OLE_LINK662][bookmark: OLE_LINK659][bookmark: OLE_LINK660][bookmark: OLE_LINK617][bookmark: OLE_LINK618][bookmark: OLE_LINK665][bookmark: OLE_LINK666][bookmark: OLE_LINK621][bookmark: OLE_LINK622][bookmark: OLE_LINK669][bookmark: OLE_LINK670][bookmark: OLE_LINK609][bookmark: OLE_LINK610][bookmark: OLE_LINK663][bookmark: OLE_LINK664]Supplementary Figure 2 A Quantitative analysis of the protein expression of PERK, XBP1-s and XBP1-u (n=3 times each group). B Quantitative analysis of the protein expression of p-DRP1(S616), DRP1, and Tom 20 (n=3 times each group). C Quantitative analysis of the protein expression of LAMP1, LC3-I, LC3-II and LC3-II/LC3-I (n=3 times each group). D Quantitative analysis of the protein expression of GRP78, XBP1-u, XBP1-s, p-DRP1(S616), LC3-I, and eIF2α in the treatment of DMSO (Ctrl.), Tg, Oligo, and combined DTT and oligo (n=3 times each group). E Quantitative analysis of the protein expression of GRP78, XBP1-u, XBP1-s, p-DRP1(S616), LC3-I, and eIF2α in the treatment of DMSO, Tg, ISRIB, Oligo, and these combined treatments (n=3 times each group).



