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C Relative mRNA expression
siControl siRBCK1#1 siRBCK1#2
1 0.98 0.96 0.36 0.29 0.32 0.43 0.47 0.53
D Relative mRNA expression
siControl siRBCK1#1 siRBCK1#2
0.98 0.99 0.96 0.39 0.45 0.51 0.4 0.51 0.44
E Relative L-Lactate Level
siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 sample1 sample2 sample3
1.01 0.99 1.00 0.39 0.41 0.43 0.59 0.59 0.60
F Relative L-Lactate Level
siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 samplel sample2 sample3
1.00 0.98 1.00 0.71 0.69 0.70 0.62 0.60 0.58
H Number of Migrant Cells
siControl siRBCK1#1  siRBCK1#2
sample1 224 102 68
sample2 200 121 80
sample3 210 104 75
J Number of Migrant Cells
siControl siRBCK1#1  siRBCK1#2
sample1 204 30 73
sample2 189 20 84
sample3 210 26 70
L Wound Closure(%)
Time (h) siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 samplel sample2 sample3
0 0 0 0 0 0 0 0 0 0
48 100 93 97 50 53 46 40 33 38
H Wound Closure(%)
Time (h) siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 samplel sample2 sample3
0 0 0 0 0 0 0 0 0 0
48 62 65 67 35 31 36 38 35 40
P Relative cell number
siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 samplel sample2 sample3
0.95 1.05 1 0.23 0.19 0.25 0.37 0.48 0.46
R Relative cell number
siControl siRBCK1#1 siRBCK1#2
sample1 sample2 sample3 sample1 sample2 sample3 samplel sample2 sample3
0.91 1.09 1.01 0.42 0.36 0.38 0.40 0.36 0.32
T tumor volume
Time(days) shControl shRBCK1
sample1 sample2 sample3 sample4 sample5 samplel sample2 sample3 sample4 sample5
0 0 0 0 0 0 0 0 0 0 0
14 82 91 83 97 96 15 24 33 21 13
21 186 243 171 215 201 29 51 49 52 20
28 390 460 360 473 422 61 83 123 86 43
35 793.15 914.24 722.56 980.82 824.95 108.65 210.00 178.61 170.00 93.81
U tumor weight
shControl shRBCK1
sample1 sample2 sample3 sample4 sample5 samplel sample2 sample3 sample4 sample5
Weight(g) 0.71 0.76 0.67 0.95 0.91 0.2 0.18 0.14 0.11 0.1
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C T47D HIF1a Relative luciferase activity
siControl siRBCK1#1
0.95 1.00 0.98 0.09 0.07 0.10
D MCF-7 HIF1a Relative luciferase activity
siControl siRBCK1#1
1.10 1.03 0.97 0.59 0.63 0.58
E
Relative mRNA expression
T47D sample1 sample2 sample3
VEGFA
Normoxia siControl 1.072 0.928 0.985
sRBCK1#1 0.994 1.334 1.074
siRBCK1#2 0.911 0.836 0.956
Hypoxia siControl 3.433 3.833 3.768
siRBCK1#1 1.681 1.531 1.724
siRBCK1#2 0.797 1.164 1.166
SL2AC1
Normoxia si-Control 1.093 0.907 0.922
si-RBCK1#1 1.076 1.780 1.973
si-RBCK1#2 0.879 0.825 1.007
Hypoxia si-Control 9.574 10.198 10.123
si-RBCK1#1 3.061 3.377 4.135
si-RBCK1#2 3.771 4.786 4.301
PKM2
Normoxia si-Control 1.007 1.164 1.120
si-RBCK1#1 0.865 0.968 1.071
si-RBCK1#2 0.779 0.817 0.817
Hypoxia si-Control 2.561 2.420 2.141
si-RBCK1#1 0.889 1.135 1.328
si-RBCK1#2 1.144 1.459 0.941
F
Relative mRNA expression
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si-Control

201 189 187
siControl

1.00 0.98 0.99

Time (h) si-Control

0 0 0

438 100 95
siControl

0.99 1.05 1.14
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0
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si-RBCK1#1
67 76
siRBCK1#1
0.71 0.70
si-RBCK1#1
0 0
47 52
siRBCK1#1
0.34 0.32

si-RBCK1#1+HIF1a

140 123 136
siRBCK1#1+HIF1a
1.18 1.22 1.26
si-RBCK1#1+HIF1a
0 0 0
57 77 72
siRBCK1#1+HIF1a
0.97 0.84 0.82

si-RBCK1#1+HIF1aMUT

120 138 126
siRBCK1#1+HIF1aMUT

1.14 1.20 1.26
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0 0 0

75 83 88
siRBCK1#1+HIF1aMUT
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RBCK1
VEGFA
SLC2A1
PKM2
LOX10
BNIP3
CXCR4

sample1

0.998381

0.97935
0.993104

0.96757
0.987432
0.995281
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siControl

Relative mRNA expression

sample2 sample3 samplei

0.975589
0.968713
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0.981466
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0.365755
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0.018534
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WE-B-Actin

WEB-B-Actin
CHX(min) Flag-tag+Myc-HIF1a Flag-RBCK1+Myc-HIF1a
0 1 1 1 1 1 1
20 0.4 0.36 0.33 0.8 0.9 0.84
40 0.2 0.27 0.29 0.5 0.43 0.53
60 0.1 0.12 0.16 0.2 0.35 0.25
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