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Fig. S1. Distribution of SNP quality in resequenced lines. R1 and R2 represent the two parents. R3-R129 represent the individuals of the F1 population.
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Fig. S2. Distribution of SNP mutation types in resequenced lines. R1 and R2 represent the two parents. R3-R129 represent the individuals of the F1 population.
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Fig. S3. KEGG classification of genes in the region between qHRC-C6-1 and qHRC-C6-2.
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