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GaGAPDIS 3G,
GuGAPDH?  NATHAALASTRI PTNTKFPSKASHSE PTGCASKRLEVIEFSGLR | STSCVTYANDARESS. FFDLVASGLTPKGTNGSSTPVRGETY.
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SASDI
GuGAPDHIX MAANSLLRSSLLAPSSSDLSKVFTNASGONL KSKGLGTS] FGTS1 GCDSLVLGNCNARHI GRI KATA TE[ PLPTQSRST
GGAPDIL1 NASATLSVAKPALCANGKGF SEFSGLR. SSSGFLPFS. RKSSED.  FHSVI AFGTYA VGSSGGYKKGVTE
GuGAPDHI MCAN 551 6Y1 FHSVI AFGTSA 1
GaGAPDH13 MVEALPDS VF GKAKDNFF1 PANNKSLLG. VGGREGYRKGVVE.
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Figure S1 Analysis of conserved active site of GAPDH in soybean



