[bookmark: _GoBack]Table S1: Data source and process pipeline
	Source
	Sample
	Data
	Platform
	Process pipe line

	TARGET
	OS patients
	SCNA
	Affymetrix GW Human SNP 6.0 Array
	Birdsuite (1.5.5) and PennCNV

	
	
	Expression
	Affymetrix Human Exon 1.0 ST Array
	R Affy, SVA package, MARINa

	
	
	Methylation
	Illumina HumanMethylation450 BeadChip
	Lumi

	Dr. Korsching
	OS patients
	SCNA (E-MTAB-3034)
	Affymetrix GW Human SNP 6.0 Array
	Birdsuite (1.5.5) and PennCNV

	
	
	Expression
(A-AFFY-142)
	Affymetrix Human Exon 1.0 ST Array
	R Affy, SVA package, MARINa

	GSE125645
	Bone samples 
	Methylation
	Illumina HumanMethylation450 BeadChip
	Lumi



Table S3: 21 genes that have p-values smaller than 0.01 in SCNV, gene expression and methylation from training and validation sets.
	[bookmark: RANGE!A1:I22]Gene
	Chr
	Gain%
	Loss%
	scna_t
	scna_v
	Expr_t
	Expr_v
	Methy

	ARNT
	1
	0.00
	69.77
	3.33E-03
	4.30E-02
	1.35E-05
	2.47E-02
	1.15E-04

	NADK
	1
	11.63
	6.98
	3.19E-05
	5.97E-02
	2.25E-03
	4.28E-02
	1.08E-04

	TMEM151B
	6
	20.93
	2.33
	3.02E-04
	1.26E-02
	2.85E-05
	4.54E-02
	4.29E-04

	MLLT3
	9
	19.77
	10.47
	3.84E-03
	4.87E-02
	2.76E-03
	3.60E-02
	1.23E-03

	ATM
	11
	12.79
	9.30
	2.47E-04
	6.85E-02
	3.14E-02
	4.82E-02
	3.96E-02

	CASP1
	11
	16.28
	9.30
	6.38E-04
	1.57E-02
	1.62E-04
	2.52E-04
	2.05E-07

	DDX10
	11
	13.95
	4.65
	1.43E-03
	1.77E-02
	3.20E-03
	4.26E-02
	3.82E-10

	RAB30
	11
	12.79
	8.14
	3.69E-03
	1.06E-02
	5.71E-03
	5.27E-03
	1.87E-06

	UBASH3B
	11
	15.12
	10.47
	4.89E-04
	8.16E-03
	2.73E-03
	1.75E-03
	1.89E-03

	CLEC4A
	12
	15.12
	5.81
	3.86E-03
	3.56E-02
	1.70E-06
	4.61E-04
	2.97E-07

	PPFIA2
	12
	8.14
	1.16
	3.08E-03
	4.92E-02
	8.62E-04
	4.11E-02
	1.72E-04

	ENOX1
	13
	12.79
	12.79
	3.28E-04
	4.36E-02
	2.50E-03
	4.00E-02
	1.76E-03

	PFAS
	17
	18.60
	13.95
	2.93E-04
	2.80E-02
	1.35E-08
	1.06E-02
	1.65E-04

	PIK3R5
	17
	20.93
	13.95
	1.36E-04
	2.71E-02
	1.89E-06
	7.68E-03
	1.96E-09

	SCO1
	17
	26.74
	11.63
	4.86E-03
	2.91E-02
	9.85E-03
	4.36E-02
	3.64E-05

	BRD4
	19
	16.28
	8.14
	3.65E-02
	8.40E-03
	1.82E-03
	2.37E-03
	2.27E-03

	CARM1
	19
	18.60
	2.33
	4.43E-03
	7.08E-03
	3.84E-03
	5.45E-03
	2.04E-03

	IL27RA
	19
	19.77
	4.65
	1.62E-03
	8.35E-03
	2.08E-03
	1.09E-02
	1.84E-03

	PODNL1
	19
	18.60
	4.65
	3.81E-03
	8.35E-03
	1.35E-03
	4.47E-02
	8.86E-04

	CHAF1B
	21
	15.12
	6.98
	1.16E-03
	4.59E-02
	6.07E-04
	4.69E-04
	3.96E-07

	PCNT
	21
	16.28
	11.63
	5.31E-03
	5.08E-02
	3.86E-04
	1.08E-06
	3.20E-03


*_T as from training set; _V as from validation set.
