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S4A In-cell model consistency
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Structured regions and accessible regions across the genome
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S. Table 1°

index
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start

128

505

726

823

926
1071
1304
1330
1377
1421
1573
1610
1919
2385
2435
2550
2667
2801
2901
3116
3258
3349
3647
3668
3733
3863
4101
4264
4580
4619
4702
4826
4877
5020
5297
5382
5522
5647
5688
5773
5933
5955

end

149

528

756

837

939
1089
1321
1359
1399
1438
1598
1636
1939
2398
2458
2568
2682
2819
2918
3129
3273
3371
3662
3683
3818
3883
4122
4307
4608
4645
4715
4846
4897
5036
5311
5399
5535
5662
5715
5795
5949
5969

length

22
24
31
15
14
19
18
30
23
18
26
27
21
14
24
19
16
19
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14
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16
86
21
22
44
29
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14
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28
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64
65
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69
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74
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76
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85

6058
6103
6307
6346
6390
6505
6538
6567
6622
6697
6771
6925
7010
7073
7146
7214
7260
7391
7511
7547
7590
7690
7725
8075
8128
8290
8336
8379
8459
8523
8556
8621
8669
8766
8800
8906
8957
9096
9131
9187
9281
9527
9555

6090
6145
6325
6362
6403
6532
6554
6589
6640
6736
6785
6973
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7092
7193
7229
7280
7404
7536
7567
7603
7716
7743
8095
8143
8327
8349
8392
8472
8537
8576
8647
8690
8779
8822
8942
8992
9117
9158
9224
9294
9546
9569
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12014
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10096
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11577
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