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Fig. S1 Box plots analysis to study the effect of branching habit (x-axis) on maturity index (y-axis) across 2018 and 2019. P values were generated through Student's t-test.  The color of the boxes indicates as follows, blue, bunch; red, spreading.
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Fig. S2 The correlation between the genetic distance (cM) (x-axis) of markers on each linkage group (LG) and the physical genome position (Mbp) (y-axis) based on the Tifrunner reference genome. Black dots represent the respective chromosome markers with the LG, red dots to the homologous chromosome and black circles represent the markers from other chromosomes.
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