
DNA sequence alignment of invertase inhibitor gene (SPITI1) in two sweetpotato varieties (Beauregard and Jewel). Alignment of SPITI DNA sequences was generated using Multiple Sequence Comparison by Log- Expectation (MUSCLE) (https://www.ebi.ac.uk/Tools/msa/muscle/). 
All the DNA sequences have been submitted to NCBI nucleotide database with respective accession numbers. Accession numbers MZ448509, MZ448510, and MZ448511 were sequences from the Beauregard variety while MZ380381, MZ380382, and MZ380383 were from the Jewel variety. Highlighted in blue color is the position of the Forward primer; highlighted in yellow color is the position of the reverse primer; ATG in green color represent the transcription START sequence; TGA in red color represent the transcription STOP sequence. 
MZ380381      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
MZ380383      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
MZ448509      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
MZ448510      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
MZ380382      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
MZ448511      CAAAGATGGCCGTGGATACATTGTTCTCCCTCGTGATGTTCATTTCCACAATGCTCCTCG
              ************************************************************

MZ380381      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
MZ380383      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
MZ448509      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
MZ448510      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
MZ380382      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
MZ448511      ACAAAGACAAAAATACCCTCATCACCGCCACATGCCGCAACACCCCCAATTACCCTCTCT
              ************************************************************

MZ380381      GCGTCGCCACCCTGCAGTCCGACCCCCGGAGCTCCGC------CGCCGGCGCCGGCGTCG
MZ380383      GCGTCGCCACCCTGCAGTCCGACCCCCGGAGCTCCGC------CGCCGGCGCCGGCGTCG
MZ448509      GCGTCGCCACCCTGCAGTCCGACCCCCGGAGCTCCGC------CGCCGGCGCCGGCGTCG
MZ448510      GCGTCGCCACCCTGCAGTCCGACCCCCGGAGCTCCGC------CGCCGGCGCCGGCGTCG
MZ380382      GCGTCGCCACTCTGCAGTCCGACCCCCGGAGCTCCGCCGCCGGCGCCGGCGCCGGCGTCG
MZ448511      GCGTCGCCACCCTGCAGTCCGACCCCCGGAGCTCCGC------CGCCGGCGCCGGCGTCG
              ********** **************************      *****************

MZ380381      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCACCGAGGTCACGCAGG
MZ380383      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCACCGAGGTCACGCAGG
MZ448509      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCGTCGAGATCACGCAGG
MZ448510      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCGTCGAGATCACGCAGG
MZ380382      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCGTCGAGATCACGCAGG
MZ448511      AGACTCTCGGCCTGGTCATGGTGAGCGCCGTCAAGGCGCGAGCCGTCGAGATCACGCAGG
              ********************************************  **** *********

MZ380381      CCATACCGCCTCTCAAGGCGGCGAAACCGGAGTGGGCCCAGCCCCTCAGCCAGTGCTACT
MZ380383      CCATACCGCCTCTCAAGGCGGCGAAACCGGCGTGGGCCCAGCCCCTCAGCCAGTGCTACT
MZ448509      CCATACCGCCGCTCAAGGCGGCGAAACCGGAGTGGGCCCAACCCCTCAGCCAGTGCTACT
MZ448510      CCATACCGCCGCTCAAGGCGGCGAAACCGGAGTGGGCCCAGCCCCTCAGCCAGTGCTACT
MZ380382      CCATACCGCCGCTCAAGGCGGCGAAACCGGAGTGGGCCCAACCCCTCAGCCAGTGCTACT
MZ448511      CCATACCGCCGCTCAAGGCGGCGAAACCGGAGTGGGCCCAACCCCTCAGCCAGTGCTACT
              ********** ******************* ********* *******************

MZ380381      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCCGAGGCGGAGATGGCCCTGAAGAGAG
MZ380383      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCCGAGGCGGAGATGGCCCTTAAGAGAG
MZ448509      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCAGAGGCGGAGATGGCCCTGAAGAGAG
MZ448510      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCCGAGGCGGAGATGGCCCTGAAGAGAG
MZ380382      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCCGAGGCGGAGATGGCCCTGAAGAGAG
MZ448511      TTTACTACGACGCCGTTTTGCGCGCCGACGTGCCCGAGGCGGAGATGGCCCTGAAGAGAG
              ********************************** ***************** *******

MZ380381      GCGTCCCGAAGTTCGCCGAGGCGGGGATGGCGGACGCGGCGGTGGAGGCGGCGAGCTGCG
MZ380383      GCGTCCCGAAGTTCGCCGAGGCGGGGATGGCGGACGCGGCGGTGGAGGCGGCGAGCTGCG
MZ448509      GCGTCCCGAAGTTCGCCGAGGCGGGGATGGCGGAC------------GCGGCGAGCTGCG
MZ448510      GCGTCCCTAAGTTCGCCGAGGCGGGGATGGCGGACGCGGCGGTGGAGGCGGCGAGCTGCG
MZ380382      GCGTCCCTAAGTTCGCCGAGGCGGGGATGGCGGACGCGGCGGTGGAGGCGGCGAGCTGCG
MZ448511      GCGTCCCTAAGTTCGCCGAGGCGGGGATGGCGGACGCGGCGGTGGAGGCGGCGAGCTGCG
              ******* ***************************            *************






MZ380381      ACGGTGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
MZ380383      ACGGCGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
MZ448509      ACGGCGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
MZ448510      ACGGCGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
MZ380382      ACGGCGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
MZ448511      ACGGCGCGTTTAAGAATGGTGGAATTACGGAATCGCCCCTGAAGGATTTTAACGACAACG
              **** *******************************************************

MZ380381      TCGTTCAACTCTCCGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
MZ380383      TCGTTCAACTCTCCGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
MZ448509      TCGTTCAACTCTCCGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
MZ448510      TCGTTCAACTCTCTGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
MZ380382      TCGTTCAACTCTCTGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
MZ448511      TCGTTCAACTCTCTGGTGTGGCCACGTCAATCATCAAGATGTTGTTATGA
              ************* ************************************

















DNA sequence alignment of invertase inhibitor gene (SPITI2) in two sweetpotato varieties (Beauregard and Jewel). Alignment of SPIT2 DNA sequences was generated using Multiple Sequence Comparison by Log- Expectation (MUSCLE) (https://www.ebi.ac.uk/Tools/msa/muscle/). All the DNA sequences have been submitted to NCBI nucleotide database with respective accession numbers. Accession numbers MZ380377, MZ380378, MZ380379, and MZ380380 were sequences form the Beauregard variety while MZ380384, MZ380385, MZ380386, MZ380387, and MZ380388 were from the Jewel variety. Highlighted in blue color is the position of Forward primer; highlighted in yellow color is the position of the reverse primer; ATG in green color represent the transcription START sequence; TGA in red color represent the transcription STOP sequence.

MZ380384      GGATCGGCTCTCATCGATCTGATCTCTA-TCTACACCAAATTACTGC-----AAGATGAA
MZ380388      GGATCGGCTCTCATCGATCTGATCTTTAATTTATACCAAATTACTGCAAGCTAAGATGAA
MZ380377      GGATCGGCTCTCATCGATCTGATCTTTAATTTACACCAAATTACTGCAAGCTAAGATGAA
MZ380379      GGATCGGCTCTCATCGATCTGATCTTTAATTTACACCAAATTACTGGAAGCTAAGATGAA
MZ380387      GGATCGGCTCTCATCGATCTGATCTTTAATTTACACCAAATTACTGGAAGCTAAGATGAA
MZ380380      GGATCGGCTCTCATCGATCTGGTCTTTAATTTACACCAAATTACTGGAAGCTAAGATGAA
MZ380385      GGATCGGCTCTCATCGATCTGATC-----TCTACACCAAATTACTGC-----AAGATGAA
MZ380378      GGATCGGCTCTCATCGATCTGATC-----TCTACACCAAATTACTGC-----AAGATGAA
MZ380386      GGATCGGCTCTCATCGATCTGATC-----TCTACACCAAATTACTGC-----AAGATGAA
              ********************* **     * ** ************      ********

MZ380384      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380388      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380377      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380379      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380387      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380380      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380385      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380378      GAGTTTATTCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
MZ380386      GAGTTTATCCACAGCGATGATGCTTATTTCCTCTGTCCTAAATGGGGGAAAAATTGGCAA
              ******** ***************************************************

MZ380384      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380388      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380377      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380379      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380387      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380380      TAACAATTACAGTAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380385      TAACAATTACAGCAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380378      TAACAATTACAGCAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
MZ380386      TAACAATTACAGCAGTGATGATGATGATGGTAGTAGCAACGGCGGTCTGATCAACACCGC
              ************ ***********************************************

MZ380384      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380388      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380377      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380379      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380387      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380380      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCCGTCCTGGCGTCCGACCCCCGCAC
MZ380385      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCTGTCCCGGCGTCCGACCCCCGCAC
MZ380378      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCTGTCCTGGCGTCCGACCCCCGCAC
MZ380386      TTGCAACAACACCCCCAACTACGCACTCTGCGTCTCTGTCCTGGCGTCCGACCCCCGCAC
              ************************************ **** ******************

MZ380384      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380388      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380377      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380379      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380387      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380380      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380385      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380378      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
MZ380386      CAGCTCCAAGGCGGTGAACGTGGAGACTTTAGGGCTTGTGATGGTGGACGCCGTGAAGGC
              ************************************************************




MZ380384      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380388      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380377      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380379      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380387      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380380      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380385      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380378      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
MZ380386      GAAGGCGGAGGAGATGATAGAAACGATTCGGGAACTCGAAAAGTCGAAGCCGGTGGAGTG
              ************************************************************

MZ380384      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380388      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380377      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380379      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380387      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380380      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380385      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380378      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
MZ380386      GAGGCTTCCCCTCAGCCAGTGTTACATCTACTACTACGCCGTGGTGCACGCGGACGTGCC
              ************************************************************

MZ380384      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380388      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380377      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380379      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380387      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380380      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380385      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380378      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
MZ380386      GGAAGCAGAGGCGGCTCTCAAGAGAGGCGTCCCCAAGTTCGCGGAGGATGGGATGGCGGA
              ************************************************************

MZ380384      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGAAGATATAAT
MZ380388      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGAAGATATAAT
MZ380377      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGATGATATAAT
MZ380379      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGATGATATAAT
MZ380387      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGATGATATAAT
MZ380380      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGATGATATAAT
MZ380385      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGATGATATAAT
MZ380378      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGAAGATATAAT
MZ380386      TGCGGCGGTGGAGGCGGAGAGCTGCGAGGCTGCGTTTAAGCTGCAGAATGAAGATATAAT
              *************************************************** ********

MZ380384      TTTGGACTACTCGGGATCCGCCATCGATGAGACTAACAAGGATGTAATCCAACTCTCTGC
MZ380388      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380377      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380379      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380387      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380380      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380385      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380378      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
MZ380386      TTTGGACTACTCGGGATCCGCCATCGATGAGATTAACAAGGATGTAATCCAACTCTCTGC
              ******************************** ***************************

MZ380384      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380388      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380377      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380379      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380387      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380380      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380385      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380378      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
MZ380386      TGTCGCCACCTCTATCATCAAAATGCTGTTATGAAATATCTCATCTCATCATCATATCCT
              ************************************************************





MZ380384      CCATCCTCGAATCA
MZ380388      CCATCCTCGATCCA
MZ380377      CCATCCTCGATCCA
MZ380379      CCATCCTCGATCCA
MZ380387      CCATCCTCGATCCA
MZ380380      CCATCCTCGATCCA
MZ380385      CCATCCTCGATCCA
MZ380378      CCATCCTCGATCCA
MZ380386      CCATCCTCGATCCA
              **********  **
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