Figure S2: 
Amino acid sequence alignment of invertase inhibitor proteins in sweetpotatoes. Sequences from other species were added as outgroups. Accession numbers are preceded by 2 or 3-letters to identify the species. Iba, Ipomoea batatas; Itf, Ipomoea trifida; Itb, Ipomoea triloba; Sl, Solanum lycopersicum; Ath, Arabidopsis thaliana; Csa, Camelina sativa. The four cysteine residues are conserved among all sequences and are numbered C1-C4. The PKF motif, conserved in dicots is underlined above PKF letters
[image: ]

[image: ]

[image: ]

image1.png
Toa
Toa
Toa
oa
Toa
ha
Toa
Tha
Toa
Toa
oa
Toa
Tba 12448505 -MAVDTLES)
Toa 12448510 -MAVDTLES]
ha
Toa
i6£01936160.
it£13917860.
icb X2 03111
1ni Xe 01917
1

Ath NP 00132
st A¥V€510.
st AFI47461
Ath NP 5645:
Csa Xp 0104
/S CAR09420.
/s1 AGc75063.

]

100

2380377

ACAAY!
12380378 AV

ACAAY:
ACAAY:
ACAsv:

Exsy

5 Aeriveer, RSy

lath NP 5645 v
(csa Xp 01047 exxi
S1 CcAR09420 i
s1 AGc75063 exsn

[Tbe 1380377
2360376

POHROYHI DU I U P U I U YU DYDY I Y I Y O





