Supplementary Table 3 - Hypsibius exemplaris stage specific transcriptome analyses (RSEM and Kallisto methods)

HYPSIBIUS EXEMPLARIS

Values inicate Transcripts per Milion (TEM)
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Supplementary Table 4 - Priapulus caudatus stage specific transcriptome analyses. Analyses for the different methods
(RSEM and Kallisto) and replicates (Rep 1_and Rep_2). For each method, average and standard error (SE) of the two
replicates is provided.

PRIAPULUS CAUDATUS

Values inicate Transcripts per Milion (TEM)
Rep_1_RSEM od 1d 3d 5d ad Rep_1_kallisto od 1d 3d 5d ad
Pcau-TLch1 2,551 2,294 1,509 1,016 1,512 Pcau-TLRG’I 2,433 2,059 1,487 0,940 1,589
Pcau-TLRa2 1,471 2,427 1,822 1,983 2,988 Pcau-TLRa2 1,440 2,093 1,767 1,890 3,089
Pcau-TLRa3 0,000 0,000 0,822 2,371 5,496 Pcau-TLRa3 0,000 0,000 0,825 2,156 4,627
Rep_2_RSEM 0d 1d 3d 5d 9d Rep_2_kallisto od 1d 3d 5d ad
Pcau-TLRC(1 7,824 6,555 3,418 2,230 3,617 Pcau-TLRG'I ...... 7,609 6,107 3,311 1,985 3,445
Pcau-TLRa2 0,680 2,285 1,477 2,630 5,675 Pcau-TLRa2 0,724 2,432 1,475 2,469 6,272
Pcau-TLRa3 0,000 0,000 0,167 1,159 3,396 Pcau-TLRa3 0,000 0,000 0,189 0,667 3,275
RSEM_average  0d 1d 3d 5d 9d Kallisto_average  Od 1d 3d 5d 9d
Pcau-TLRa1 5,188 4,425 2,464 1,623 2,565 Pcau-TLRa1 5,021 4,083 2,399 1,463 2,517
Pcau-TLRa2 1,076 2,356 1,650 2,307 4,332 Pcau-TLRa2 1,082 2,263 1,621 2,180 4,681
Pcau-TLRa3 _ 0,495 1,765 4,446 Pcau-TLRa3 _ 0,507 1,412 3,951
Values indicate Standard Error (SE)
RSEM_SE od 1d 3d 5d 9d Kallisto_SE od 1d 3d 5d 9d
Pcau-TLRa1 2,637 2,131 0955 0,607 1,053 Pcau-TLRa1 2,588 2,024 0,912 0,523 0,928
Pcau-TLRa2 0,396 0,071 0,172 0,324 1,344 Pcau-TLRa2 0,358 0,170 0,146 0,289 1,592
Pcau-TLRa3 0,000 0,000 0,328 0,606 1,050 Pcau-TLRa3 0,000 0,000 0,318 0,745 0,676

TEM 20,150



Supplementary Table 5 - Crassostrea gigas stage specific transcriptome analyses (RSEM and Kallisto methods)

| CRASSOSTREA GIGAS
Values inicate Transcripts per Milion (TEM)
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Supplementary Table 6 - Terebratalia transversa stage specific transcriptome analyses. Analyses for the different methods (RSEM and Kallisto) and
replicates (Rep 1_and Rep_2). For each method, average and standard error (SE) of the two replicates is provided.

| TEREBRATALIA TRANSVERSA |
Values inicate Transcripts per Milion (TEM)
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0,000 0,023 0,019 0,057 0,033 0,038 0021 0,000 0,000 0,000 0,000 0,033 0,000 0,000
0,000 0,000 0,047 0,021 0,125 0,028 008 0,031 0,000 0,000 0,000 0029 0,036 0,007



Ttr-TLRy2
Ttr-TLRy3
Ttr-TLRy4
Ttr-TLR&

0,000
0,000
0,056
0,000

0,000
0,000
0,031
0,003

0,000
0,000
0,046
0,109

0,000
0,000
0,032
0,261

0,000
0,000
0,226
0,064

0,000
0,000
0,148
0,036

0,000
0,000
0,046
0,256

0,000
0,000
0,009
0,025

0,087
0,000
0,071
0,191

0,000
0,000
0,034
0,105

0,000
0,000
0,059
0,065

0,000
0,000
0,086
0,033

0,000
0,000
0,042
0,101

0,094
0,000
0,134
0,144



