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Figure S2

451

84

1932

TX NW

Upregulated

545

34

2225

TX NW

Down-regulated

A B

Top 10 TADs Chromosome loci Genes

Chr15:28,908,000-30,411,998TAD1 TJP1 FAM189A1 APBA2 NR135221 GOLGA

Chr4:19,951,026-21,964,971TAD2 SLIT2 PACRGL KCNIP4

Chr9:138,910,026-139,281,971TAD3 LHX3 QSOX2 TMEM250 NACC2 GPSM1

Chr18:5,371,400-7,016,598TAD4 L3MBTL4 TMEM200C EPB41L3 ARHGAP2B LAMA1 

Chr15:30,884,000-32,543,998TAD5 KLF13 OTUD7A TRPM1 FAN1 CHRNA7 LINC02352

Chr17:46,440,109-46,866,473TAD6 HOXB1 B2 B3 B4 B5 B6 B8 B9 SKAP1 PRAC1 

Chr2:85,087,715-85,728,283TAD7 KCMF1 LINC01964 TCF7L1 TGOLN2 ELMOD3 SH2D6
Chr13:72,618,603-75,045,395TAD8 KLF5 PIBF1 MZT1 KLF12 LINC00392
Chr1:63,082,983-65,709,015TAD9 JAK1 CACHD1 ROR1 UBE2U ALG6 EFCAB7

Chr19:47,823,937-48,134,429TAD10 MEIS3 SLC8A2 DHX34 KPTN NAPA

Top 10 downregulated TADs upon NPM1OE

C

0 5 10

Transcription

Transcription regulation

Regulation of cell division

Positive regulation of cell…

Cell cycle

Positive regulation of ERK1 and…

Wnt signaling pathway

PI3K-Akt signaling pathway

HOX

DNA repair

Serine/threonine-protein kinase

FGF

Pathways in cancer

Positive regulation of kinase activity

MAPK signaling pathway

Enrichment (-logpvalue)

0 2 4 6 8

Cell cycle

Transcription regulation

Cell differentiation

Cyclin

Mitochondrial matrix

:Caspase Cascade in…

Kinase activity

Pathways in cancer

Signal

DNA repair

MAPK signaling pathway

Transcription factor activity

DNA damage

Enrichment (-log pvalue)

D

GO overlap of increased TADs and RNA-seq GO overlap of decreased TADs and RNA-seq



CDKN1A (Chr6:36,221,889-37,077,463)

O
C

I-
A

M
L

3

X
P

O
1

i

N
P

M
1

O
E

CDKN2A/CDKN2B (Chr9:21,300,040-22,712,173)

O
C

I-
A

M
L

3

X
P

O
1

i

N
P

M
1

O
E

G

H

CDKN2A
CDKN2B

CDKN2A
CDKN2B

CDKN2A
CDKN2B

E

F

71 762167

83 1115361

TAD UP
RNA-seq UP

TAD Dn
RNA-seq Dn

GO overlap of increased TADs and RNA-seq

0 2 4 6 8

Transcription

Cell cycle

DNA-binding

Transcription regulation

Cyclin

Protein kinase activity

DOMAIN:ETS

mRNA processing

DNA damage

DNA repair

mRNA splicing

Apoptosis

p53 signaling pathway

Differentiation

Enrichment (-log pvalue)

0 1 2 3 4 5 6 7 8

Positive regulation of cell proliferation

Transcription

Chromatin

Growth factor

Pathways in cancer

Transcription regulation

Zinc-finger

DNA binding

PI3K-Akt signaling pathway

Signal

MAPK signaling pathway

Regulation of transcription from RNA…

Homeobox

Cell differentiation

Enrichment (-log pvalue)

GO overlap of decreased TADs and RNA-seq



D

E

WT XPO1i NPM1OE

Figure S3

G

0

1

2

3

4

5

6

P21 Pro P15 Pro P16 Pro CEBPα 
Pro 

CEBPδ 
Pro

GAPDH
Pro

H3K27ac O3 WT

H3K27ac O3 TX

H3K27ac O3 OE

IgG O3 WT

IgG O3 TX

IgG O3 OE

B H3K27Ac ChIP

R
e

la
ti

v
e

 E
n

ri
c

h
m

e
n

t(
%

 I
n

p
u

t)

*
*

**
**

*

**

**

H3K27Ac WT

H3K27Ac XPO1i

H3K27Ac NPM1OE

IgG WT

IgG XPO1i

IgG NPM1OE

0

0.5

1

1.5

2

2.5

3

3.5

P21 Pro P15 Pro P16 Pro CEBPα 
Pro 

CEBPδ 
Pro

GAPDH
Pro

H3K9me2 O3 WT

H3K9me2 O3 TX

H3K9me2 O3 OE

IgG O3 WT

IgG O3 TX

IgG O3 OE

H3K9me2 ChIPC

R
e
la

ti
v
e

 E
n

ri
c

h
m

e
n

t(
%

 I
n

p
u

t)

****

*
*

**
*

**

****

H3K9me2 WT

H3K9me2 XPO1i

H3K9me2 NPM1OE

IgG WT

IgG XPO1i

IgG NPM1OE

***

**
**

WT

XPOi

NPM1OE

*

*

WT XPO1i NPM1OE

H
XPO1i NPM1OEWT

**

**

NPM1OEWT XPO1i

C
o

u
n

t

C
o

u
n

t

C
o

u
n

t

AnnexinV-APC AnnexinV-APC AnnexinV-APC

A

0

0.0002

0.0004

0.0006

0.0008

0.001

0.0012 IgG O3 WT

IgG O3 TX

IgG O3 OE

R
e

la
ti

v
e

 E
n

ri
c

h
m

e
n

t(
%

 I
n

p
u

t)

IgG WT

IgG XPO1i

IgG NPM1OE

F



Figure S3

I

WT

NPM1OE

XPOi

DAPI Ki67 Merge



Figure S4
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