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Supplementary Figure 4
a


Library : Transcription Factor Motifs (JASPAR CORE 2018 vertebrates) Motif : ZBTB7A
From : -1000 To : 100 bp relative to TSS and a cut-off (p-value) of : 0.001
ZBTB7A [p-value = 0.001] : -816, -687, -240, -215, -177, -97, -8, -4, 93
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Library : Transcription Factor Motifs (JASPAR CORE 2018 vertebrates) Motif : ZBTB7A
From : -1000 To : 100 bp relative to TSS and a cut-off (p-value) of : 0.0001
ZBTB7A [p-value = 0.0001] : -97
#3
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>FP003890 EPB41L5_1 :+U EU:NC; range -900 to 100.
TGGGATTACAGGAGTGAGCCACCGCGCCCAGCCAAATGCCACCTTCTTAT
TGTGACCTGCTATGTAAAATCGCAAACCCTCACTGCCTGTGGTTATTCCC
TACTTGTACTTTTCTTTTTAGCATTTACCAATGTCTGACAGTATTTAATT
TCACTAATTTATCTCGTTTATTTTATGTCTCGTTTATATTCCTGCTATAA
CGTAAACTCCGGGAAGGATTTTTGTCTGTCTTGGTTGTCTGTCGTATCTC
GTGTCTAGAACACAGAACTCACAGTAAGTAGGCACTTCAATCAATTACCT
GTAGAATGAACGGACTGAATGTCACCTTGTTAGAGTACCCTCCTGACCAC
ACTCTGCTAAGCAGTAATCTTTTATTTCTCTTTCCCAGTTTTATTTTTCC
TCATTTACACTTAATCACCTTGTGACACCTATTTGTTTACTGTTTCCCCA
GTAGAGTGAAAGTCACTTTAACAGCAGAGATTTAAATGTATTTTAATCCC
TACAAAGGAGAAAAAGGGAGGAAATACGTGACAGGCTCTCAATAAGTATT
TGCGAAGGATTTAATCTCTTGAACGAATGGATGAATGAATCTAGCAGCCA
GCTCCACCAGCCTCCTTCGTGATAGGACTAACTGGGGTCTGTCTGCGGAC
GGGCGCCTCCTCCGCGGGCGGAGGGCCGCAGCGGGAACTGGGTTTCGGCA
GCGCCCCTTTAAACCAGCCGCGGACGCCCGGCTGCTGGCGCTAGTTCCAG
CCCGGCCGGGCCCGGCCTCGCCGGTTTCTCTCCAGTCGCCGCGCCGGCCA
ATTTCCGGGGCGGTGTCATCGCCCGTTTAAGAGCGGAGCGCTCCGCCCTG
GGGGCGGAGCTGGGAGGGAGCTTTAAGGGGTGGACGGGCGGGAGGTCGGG
GTCCTCCGGGGATTAGAGCCGGTGGGCTCGTTGTGGGCGCCATTTCTCGG
CGTCTACCGAGGAGCCGCCCCTTTCTCAGCCTTGCTCGGCTCTTCCCCGC
#1
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Supplementary Figure 1. Expression of ZBTB7A knockdown U87 cells. a, b Western blot and qPCR analysis of ZBTB7A silencing in U87 cells. ***p < 0.001.


Supplementary Figure 2. Reverse correlation targets with ZBTB7A in patient samples. a Correlation of 18 overlapping genes with ZBTB7A in the TCGA-GBM dataset (GlioVis). b, c EPB41L5 mRNA level in shZBTB7A U87 cells and pCDH ZBTB7A LN229, U343 cells. *p < 0.05, **p < 0.01, ***p < 0.001


Supplementary Figure 3. Reduction of subcutaneous tumor by ZBTB7A overexpression. a mRNA level of ZBTB7A in pCDH ZBTB7A LN229, U343 cells. b Tumor size confirmed 5 weeks after subcutaneous injection of pCDH ZBTB7A U343 cells (n = 4 mice/group). c The survival rate of a mouse model injected subcutaneously with pCDH ZBTB7A U343 cells. d Target gene and MACS2 binding score of potential ZBTB7A at  1 kb distance using ChIP-Atlas. *p < 0.05, ***p < 0.001


Supplementary Figure 4. Schematic diagram of the binding site of ZBTB7A in the EPB41L5 promoter region. a Predicted binding site to which the ZBTB7A motif can bind in the EPB41L5 promoter region (-900 to 100) (EPD). b EPB41L5 promoter sequence from -900 to 100 region (EPD). c Protein levels of Myc ZBTB7A wt and mt in LN229, U343, U118 and U87 cells. d Western blot analysis of shZBTB7A#4 U87 cells.









Table 1. List of primer for shRNA, qPCR, ChIP
	shRNA

	shZBTB7A#1
	CDS
	Sigma-Aldrich
	TRCN0000137332

	shZBTB7A#2
	3’UTR
	Sigma-Aldrich
	TRCN0000136851

	shZBTB7A#3
	CDS
	Sigma-Aldrich
	TRCN0000137998

	shZBTB7A#4
	3’UTR
	Sigma-Aldrich
	TRCN0000138671

	shZBTB7A#5
	CDS
	Sigma-Aldrich
	TRCN0000138519

	shZBTB7A#6
	CDS
	Sigma-Aldrich
	TRCN0000138716



	qPCR

	ZBTB7A
	F : CATCTGCGAGAAGGTCATCCA
R : AGGTCGTAGTTGTGGGCAAAG

	EPB41L5
	F : GAAAGAAGGCCCAGCAAACG
R : AGATCTCATCCCCCAAGCCT

	APOE
	F : GTTGCTGGTCACATTCCTGG
R : GCAGGTAATCCCAAAAGCGAC

	MDK
	F : CGCGGTCGCCAAAAAGAAAG
R : TACTTGCAGTCGGCTCCAAAC

	MMP9
	F : TGTACCGCTATGGTTACACTCG
R : GGCAGGGACAGTTGCTTCT

	IL27RA
	F : GACCCTTGGGCGACTTGAA
R : TCTGGAGGTGTAACTCGGAGG

	SEMA3A
	F : GTGCCAAGGCTGAAATTATCCT
R : CCCACTTGCATTCATCTCTTCT

	FGF7
	F : TCCTGCCAACTTTGCTCTACA
R : CAGGGCTGGAACAGTTCACAT

	IL1B
	F : ATGATGGCTTATTACAGTGGCAA
R : GTCGGAGATTCGTAGCTGGA

	PAK3
	F : CCAGGCTTCGCTCTATCTTCC
R : TCAAACCCCACATGAATCGTATG

	ADAM18
	F : GTCACAGTTCCACGGAAGATT
R : CAGCATATCCTTGGTAATGGCA

	SERPINF1
	F : TTCAAAGTCCCCGTGAACAAG
R : GAGAGCCCGGTGAATGATGG

	TGFB2
	F : CAGCACACTCGATATGGACCA
R : CCTCGGGCTCAGGATAGTCT

	HYAL1
	F : CGATATGGCCCAAGGCTTTAG
R : ACCACATCGAAGACACTGACAT

	THBS1
	F : AGACTCCGCATCGCAAAGG
R : TCACCACGTTGTTGTCAAGGG

	IL33
	F : GTGACGGTGTTGATGGTAAGAT
R : AGCTCCACAGAGTGTTCCTTG

	ITGA2
	F : CCTACAATGTTGGTCTCCCAGA
R : AGTAACCAGTTGCCTTTTGGATT

	ACVRL1
	F : CGAGGGATGAACAGTCCTGG
R : GTCATGTCTGAGGCGATGAAG

	CXCL8
	F : TTTTGCCAAGGAGTGCTAAAGA
R : AACCCTCTGCACCCAGTTTTC

	CDH2
	F : CCATCACTCGGCTTAATGGT
R : GATGATGATGCAGAGCAGGA

	CTNNB1
	F : AGCTTCCAGACACGCTATCAT
R : CGGTACAACGAGCTGTTTCTAC

	VIM
	F : CCCTCACCTGTGAAGTGGAT
R : TCCAGCAGCTTCCTGTAGGT



	ChIP

	-833/-649
	F : AATCGCAAACCCTCACTGCC
R : ACGAGATACGACAGACAACCA

	-314/-177
	F : GAATCTAGCAGCCAGCTCCA
R : TCCGCGGCTGGTTTAAAGG

	-202/-58
	F : CAGCGCCCCTTTAAACCAG
R : GAGCGCTCCGCTCTTAAAC

	-130/-56
	F : CCGGTTTCTCTCCAGTCGC
R : TAGACGCCGAGAAATGGCG



pCDH CTR	5.7264906200794392E-2	3.5333407442850254E-2	1	LN229	U343	1	1	pCDH ZBTB7A	7.8931772660118776E-2	5.2950621781255043E-2	1	LN229	U343	0.82912309123773131	0.5562107995173563	
Relative EPB41L5 mRNA level



pCDH CTR	0.15620142259766079	9.6945652730948975E-2	1	LN229	U343	1	1	pCDH ZBTB7A	0.54714931590003479	5.6090765526162781E-2	1	LN229	U343	2.7410742492066067	3.0724073322566339	
Relative ZBTB7A mRNA level



0.27165731966954842	0.58057188496428591	0.57198202905120499	1	Scramble	shZBTB7A#1	shZBTB7A#4	1	3.3040019381049186	2.6176251858711512	
Relative EPB41L5 mRNA level
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