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MRIVE The ARRIVE guidelines 2.0: author checklist

‘These items are the basic minimum to include in a manuscript. Without this information, readers and reviewers
cannot assess the reliability of the findings.

Sectionfline
Item Recommendation number, or reason
fornot reporting
Studydesign 1 Foreach experiment,provide brif detai of study design ncluing: )
. The groups being compared, including control groups. Ifno control group has page5/96
been Used, the ationale shoukd be stated.
b. The experimental unt (eg. a single anima lter, or cage of animls). page5/97
Samplesize 2 a Specifythe exact number of experimental units allocated o cach group, and the /118
‘total number in each experiment. Also indicate the total number of animals used. | PA£€
b. Explain how the sample sze was decided. Provide details of any a pricrisample o
St cacuaton Toone. any aprio page7/123
Inclusionand 3 a. Describe any crteriaused for incluing and excluding aimals or experimental o/lE3
exclusion units) during the experiment, and data points during the analysis. Specify if these |71
criteria ‘criteria were established a priori If no Criteriawere set, state this explicitly.
b. For each experimental group,report any animals, experimentalunits or data points |118¢4/99
B o e
. For each analysi e exactvalue of nn i pagel1/260
For each analysis report the exact value of n in each experimental
Randomisation 4 a. State whether randomisation was used 1o allocate experimentl unts tocortrol
and treatment roups. F done. provide the method uSed t generate the pages/120
randomisation sequence.
b. Describe the strategy used o minimise potential confounders such as the order
of reatments and measurements, or anmallcage location.f confounders were | page/127
notcorirolled,safe this expiity
Biinding 5 Descrl ‘avare of the group allocation at the differet stages of the
experi wing the allocation, the conduct of the experiment, the outcome. page7/197
as ‘and the data snalysi).
Outcome 6 & Clearly define alloutcome measures assessed (eg. cell death, molecular markers, >
measures or bahaviouralchangest eoestoen page7/210
b. For hypothesis-testing studies, specity the primary outcome measure,ie. the |page/1. 3. 6-1. 3
outcome measure thatwas Used to determine the sample size secti
Statistical 7 a. Provide detais of the statistical methods used for each analysis, incuding >
methods Software used. page8/232
b. Describe any methods used to assess whether the data met the assumptions of 99
the tatistical approach,and what v done i the assumptions weranotmet. _|45¢5/231
Experimental 8 a. Provide species-appropriate details of the animals used, including species, strain
animals ‘and substrain, sex, age or developmental stage, and,f relevant, weight. paged/97
b. Provide further relevantinformation on the provenance of animals, heakh/immune.
Status, genetic modication status, genotype, and any previous procedures, | |Page4/98
Experimental 9 Foreach experimental group including controls, describe the proceduresin enough | ..o/t 4 2occr ion
procedures detail toallow others to replicate them, including:
. What was done, how t was done and what was used. page7/195
b. When and how often. =
. Where (including detail of any acclimatisation periods). BRI
. Why provide rationalefor procedures). pagel/17
Foreach experimentc ncludngi ications, e
Results 0 h experiment conducted, including independent eplications eport: [
. Summaryldescriptive tatitics for each experimental group,with ameasure of
Variabiity where applicable (g. mean and SD, or mecian andrange).
page8/229

b If appicable, the effect size with a confidence interval.





