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Figure S11. Comparison of spatial domains identified by Seurat, Giotto, SpaGCN, BayesSpace,
STAGATE, and DeepST on the human breast cancer data, and visualization of predicted spatial
distribution of sample types. A. H&E image and manual annotation. B. Visualization of spatial
domains identified by different methods. C. Violin visualization of predicted probability of adjacent
normal and solid tumor.



