
A

B

C

Postn Regulon-Gata4 Actn2 Regulon-Tbx5 Regulon-Gata6

Fgb Afp Alb Itih2 Meox2Meox1 Pcp4 Crym Myog Six2

Alx4 Pax9Pax1 Myl2 Nppa Myh7 Myh6 Myl7 TtnTnni3

LiverHeart Muscle

Adipose tissue

Olfactory 
epitheiumBrainMenings

Cavity

Blood vesselEpidermis

LiverHeart Muscle

Brain
Connective 

tissue

Brain Brain

GI tractSmooth muscle
Connective  

tissue
Cartilage 

primordium

MeningesEpidermis

Osteoblasts Cavity

GI plexue

BrainNeural crest Neural crest BrainBrainNeural crest Brain Brain

Cavity Notochord CavityCavityBranchial arch

MesenchymeLiver
Head 

mesenchyme HeartSclerotome Connective tissue AGMDermomyotome

C
he

n 
et

 a
l (

20
22

)
D

ee
pS

T

Choroid 
plexus

Mucosal 
epithelium

Connective 
tissue

Cartilage 
primordium

Smooth 
musccle

High

Low

Cerebral cortex



osteoblast day21

osteoblast day14

umbilical cord

MEF
C3H 10T1 2

osteoblast day5

3T3-L1

mast cells

mast cells IgE

uterus

D E

Figure S3. Spatial clustering on the Stereo-seq dataset. A. Visualization of spatial domains identified 
by DeepST on the E9.5 mouse embryo data. B. Visualization of marker genes supporting the identi-
fied domains. C. Visualization of spatial domains identified by the original Stereo-seq study and 
DeepST on the E9.5 mouse embryo with 16 clusters. D. Visualization of spatial domains identified by 
DeepST on the E14.5 mouse embryo data with 20 clusters. E. Gene set enrichment analysis on the 
osteoblast cluster in the E14.5 mouse embryo data. 
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