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Figure S3. Spatial clustering on the Stereo-seq dataset. A. Visualization of spatial domains identified
by DeepST on the E9.5 mouse embryo data. B. Visualization of marker genes supporting the identi-
fied domains. C. Visualization of spatial domains identified by the original Stereo-seq study and
DeepST on the E9.5 mouse embryo with 16 clusters. D. Visualization of spatial domains identified by
DeepST on the E14.5 mouse embryo data with 20 clusters. E. Gene set enrichment analysis on the
osteoblast cluster in the E14.5 mouse embryo data.
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