Supplementary Table 3: List of primer pairs designed for amplification and sequencing of OsCENH3
	Primer_ID
	Forward Primer (5’ – 3’)
	Reverse Primer (5’ – 3’)
	Amplicon size* (Range)**

	Cenh3-P1a
	ACTTGTTTCCATCTAGATCCAG
	TACTACAAATATGCAACCTCCC
	1119 (2594 – 1475)

	Cenh3-P2a
	ACTAAGTGGTATTCTGCTGCCTG
	CCGTGTGCTGTACTTTCCT
	1176 (1700 – 524)

	Cenh3-P3a
	ACCTATCATCTAGGTAGAACAGAC
	AAACCAAGGGCCTAACCG
	998 (861 – (-107))

	Cenh3-P3b
	CAGACGCTATTTGAACCATGACAC
	AAACAAGAAACATAACTCGATCACT
	1094 (842 – (-252))



Supplementary Table S5: The minimum DOPE scores out of the 5 models built for OsCENH3, -H5, H12, H18 Oryza barthii, Oryza officinalis and Oryza meyeriana var. granulata respectively
	S. No
	Structure
	DOPE Score
	Residues in Most Favored Region

	1
	CENH3osj
	-10153.37207
	97.20%

	[bookmark: RANGE!A5]2
	H5
	-10164.88867
	96.50%

	[bookmark: RANGE!A6]3
	H12
	-10171.8584
	93.70%

	4
	H8
	-10218.48145
	95.10%

	5
	[bookmark: RANGE!B8]Oryza barthii
	-9926.43945
	92.10%

	6
	Oryza officinalis
	-10259.7832
	94.50%

	7
	Oryza meyeriana var. granulata
	-10560.49219
	95.30%



Supplementary Table S6: The alignment of structures with OsCENH3
	S. No
	Structure
	Color
	Match Align Score
	RMSD (5 Cycles)

	1
	[bookmark: RANGE!B4]H5
	Green
	832
	 2.704 (129 to 129 atoms)

	2
	H12
	Blue
	832
	8.330 (160 to 160 atoms)

	3
	H8
	Magenta
	828
	3.942 (125 to 125 atoms)

	4
	Oryza barthii
	Orange
	733.5
	27.790 (146 to 146 atoms)

	5
	Oryza officinalis
	Cyan
	773
	9.251 (151 to 151 atoms)

	6
	Oryza meyeriana var. granulata
	Red
	702
	10.682 (138 to 138 atoms)



