Figure S1: Identification the Relationship between TME-related genes and Prognosis in Lung Adenocarcinoma. (A-C): Histogram of the distribution of different clinical traits (age, gender, and stage) in the four cluster samples. There is no significant statistical difference between the clusters classified according to different clinical traits.

Figure S2: The C-index was used to evaluate prognostic performance for survival prediction. Performance was compared between our model and TNM staging and other 4 models by calculating the C-index in the TCGA.

Figure S3: Relationship between Risk Predictive Model and immune cells. (A-C) FUT4 is associated with CD4 of CD4+cell, CD11b of neutrophil, and MHC of dendritic cell. (D-I) HS3ST2 is associated with CD19 of B cell, CD68 and CD163 of macrophages, CD11b and CCR7 of neutrophils, MHC of dendritic cell.
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Table S1.
	Clinic data
	
	number，n
	%

	age（40-86y）
	
	
	

	
	<60
	21
	25.93

	
	≥60
	60
	74.07

	gender
	
	
	

	
	male
	55
	67.90

	
	female
	26
	32.10

	tumor site
	
	
	

	
	left lung
	29
	35.80

	
	right lung
	52
	64.20

	tumor size
	
	
	

	
	≤3cm
	62
	76.54

	
	>3cm
	19
	23.46

	
	
	
	

	pathological type
	squamous
	21
	25.93

	
	adenocarcinoma
	60
	74.07

	TNM stage
	
	
	

	
	I
	56
	69.14

	
	II
	16
	19.75

	
	III
	7
	8.64

	
	Ⅳ
	2
	2.47

	T stage
	
	
	

	
	T1+2
	71
	87.65

	
	T3+4
	10
	12.35

	N stage
	
	
	

	
	0
	67
	82.72

	
	1-3
	14
	17.28

	Ki-67
	
	
	

	
	<25%
	44
	54.32

	
	≥25%
	37
	45.68

	smoking history
	
	
	

	
	negative
	53
	65.43

	
	positive
	28
	34.57
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