Supplemental Table S2. AMR and Biofilm forming genes analyzed in this study 
	Genes
	Function

	Copper Translocating P-Type ATPase
	It is part of the cell membrane and is involved in ATP binding, metal ion binding, and metal ion transport.  In some bacteria such as E. coli, the CTPA allows for increased resistance to copper. (uniport.org)

	DNA gyrase subunit A and B (Type II Topoisomerase)
	Type II Topoisomerase breaks and joins two strands of DNA at the same time. It negatively supercoils DNA using ATP to put chromosomes in an underwound state. Negative supercoiling allows for DNA replication and DNA strand separation. An important aspect is that it induces higher antibiotic resistance when it is active. In terms of the particular function of the two subunits, Gyrase A has two functions: The N terminus of the topoisomerase forms a DNA-protein bridge that breaks/joins and the C terminus binds to DNA. Gyrase B functions in ATP hydrolysis and also subunit interaction. 

	DNA directed RNA polymerase beta subunit
	 A multi subunit enzyme that is involved in the polymerization of the complementary RNA strand to the template DNA. The beta subunit is part of the RNA Polymerase Complex that holds the whole RNA Polymerase to the DNA strand. 

	Topoisomerase IV subunit A and B
	Breaks the link between DNA strands and relaxes the positive supercoil which is essential in the DNA replication process. The subunits work together to ‘relax’ the DNA.

	Translation initiation factor 3
	One of three factors that are needed for the start of protein synthesis in bacteria. It binds to the 30S ribosomal subunit and is part of an initiation complex that encompasses  and holds together the 30S ribosomal subunit, initiator tRNA and the mRNA.

	Translation elongation factor Tu
	One of many GTP binding elongation factors. It is highly conserved among bacteria and when it is coupled to GTP, EF-Tu forms a complex with an amino-acylated tRNA.

	Translation elongation factor G
	It is GTP-dependent in translocation of peptidyl tRNA protein chain from the acceptor site to the peptidyl tRNA site (P site) of the ribosome. Once translation is terminated, EFG and a ribosomal recycling factor help release the two mRNAs from the ribosome and split the ribosome into its two subunits.

	LSU ribosomal proteins 20p and 35p
	It is the larger of the major ribosomal RNA components of the ribosome. It is designated as the hub for protein synthesis. The numbers represent how big the component is.

	SSU ribosomal proteins 7p and 12p
	It is the smaller of the major ribosomal RNA components of the ribosome. Smaller subunit of the ribosome. The numbers represent how big the component is.





	Genes
	Function

	PgaABCD
	The linear homopolymer poly-β-1,6-N-acetyl-d-glucosamine (β-1,6-GlcNAc; PGA) is a polysaccharide in the matrix that serves as an adhesin for the maintenance of biofilm structural stability in diverse eubacteria. Molecular genetic approaches have also shown that PgaC and PgaD are necessary for the biosynthesis of PGA, while PgaB is an N-deacetylase whose catalytic activity, along with PgaA, is necessary for PGA export from the periplasm.[5]

	AI- LuxS
	AI-LuxS encodes protein for AI-2 production.  AI-2 transport of quorum-sensing signal; mutations in this gene alters the transport of the quorum-sensing signal autoinducer 2 (AI-2) which affects expression of a large number of genes. autoinducer-2 kinase catalyzes the phosphorylation of the C5-hydroxyl group in the linear form of 4,5-dihydroxy-2,3-pentanedione (DPD), the precursor of the type II bacterial quorum sensing molecule (AI-2). [6] Overall, both the quantity and architecture of biofilms were regulated by this distinct mechanism, lsrK and lsrR.


	LsrABCD, LsrR, LsrK, 
	The regulatory network for the uptake of autoinducer 2 (AI-2) is comprised of a transporter complex, LsrABCD; its repressor, LsrR; and a cognate signal kinase, LsrK. This network is an integral part of the AI-2 quorum-sensing (QS) system. Because LsrR and LsrK directly regulate AI-2 uptake.  LsrR serves as a repressor that is derepressed by the binding of phospho-AI-2 to the LsrR protein. The cytoplasmic kinase LsrK phosphorylates AI-2 into an activated molecule that is suggested to bind and derepress the lsr repressor LsrR, thereby preventing it from repressing the promoter, and thus transcription of the operon of occur. LsrABCD is involved in AI-2 import, and responsible for energy coupling to the transport system. This protein is also important for aerobic growth.[7]. 



