
Table 3. Dominant antimicrobial resistance genes identified in ISS-MAGs
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 3

F1-2P Enterobacter bugandensis + + + + + + + + +
F1-4P Staphylococcus aureus + + + + + + + + + + + + +
F1-5P Pantoea conspicua + + + + + + + + + + + + +
F1-8P Microbacterium hominis + + + + + + + + + +

F2-1P Acinetobacter pittii + + + + + + + + + + + + +
F2-1P Kocuria palustris + + + + + + + + + + + + +
F2-2P Staphylococcus saprophyticus + + + + + + + + + + + + +
F2-5P Paenibacillus polymyxa + + + + + + + + + + + + +
F2-5P Pantoea conspicua + + + + + + + + + + + + +
F2-7P Methylobacterium ajmalii + + + + + + + + + + + + +
F2-7P Sphingomonas sanguinis + + + + + + + + + + + + +
F2-8P Paenibacillus polymyxa + + + + + + + + + + + + +
F2-8P Staphylococcus aureus + + + + + + + + + + + + +

F3-1P Kalamiella piersonii + + + + + + + + + + + + +
F3-2P Staphylococcus saprophyticus + + + + + + + + + + + + +
F3-3P Klebsiella pneumoniae + + + + + + + + + + + + +
F3-4P Pantoea dispersa + + + + + + + + + + + + +
F3-5P Kalamiella piersonii + + + + + + + + + + + + +
F3-7P Kalamiella piersonii + + + + + + + + + + + + +
F3-8P Kalamiella piersonii + + + + + + + + + + + + +

Sample Species identified 

Presence/absence of antimicrobial resistance genes that are:


