	Pathway ID
	Name
	Count
	%
	FDR
	Genes

	hsa04110
	Cell cycle
	5
	4.1
	8.09e-06
	RBL1,SKP2,CCNA2,MCM4,PLK1

	hsa04914
	Progesterone-mediated oocyte maturation
	3
	3.2
	0.0023
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]CCNA2,PLK1,AURKA

	hsa03430
	Mismatch repair
	2
	8.7
	0.0031
	RFC5,EXO1

	hsa04218
	Cellular senescence
	2
	1.9
	0.0049
	RBL1, CCNA2,

	hsa03030
	DNA replication
	3
	5.6
	0.0049
	[bookmark: OLE_LINK108][bookmark: OLE_LINK109][bookmark: OLE_LINK3][bookmark: OLE_LINK4]RFC5,MCM4, EXO1

	hsa05203
	Viral carcinogenesis
	3
	1.6
	0.0052
	SKP2,CCNA2,RBL1

	hsa04114
	Oocyte meiosis
	3
	1.7
	0.0287
	AURK MYBL2A, PLK1

	hsa04068
	FoxO signaling pathway
	2
	1.5
	0.0312
	SKP2,PLK1
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