Supplementary Table S1: primers used to generate GST fusion proteins, the mutant BRD4 S1117A expression vector and the constructs for gene edition.

	Primer
	
	Sequence

	STAT3  Long

	FW
	AGACTCGGGATCCGAGCCCTTTGGAACGAAGGGTA

	
	RV
	AGACTCCTCGAGTCCTCACATGGGGGAGGTAG

	STAT3  Short
	FW
	AGACTCGGATCCGCGGTAAGACCCAGATCCAG

	
	RV
	AGACTCCTCGAGGCTTCCGTTCTCAGCTCCTC

	BRD4 Ser601 long 
	FW
	AATAAATAGGATCCCCGCAGCCCTCTCTCAGCCCCAGC

	
	RV
	AATAAATACTCGAGTCACTCTGAGGACGAGAAGCCCTTCAT

	BRD4 Ser601 short 
	FW
	AATAAATAGGATCCCCAATAGCAGCAACAGCAATGTGAGC

	
	RV
	AATAAATACTCGAGTCACGGCTTCAGGGTCTCAAAGTCGAT

	BRD4 2-320 

	FW
	AATAATGGATCCCCTCTGCGGAGAGCGGCCCTGGGA

	
	RV
	AATAATCTCGAGTCACTGGCCCAGCTTGGTGGTCTTG

	BRD4 301-700 

	FW
	AATAATGGATCCCCGACCCCATTCACGAGCCACCCT

	
	RV
	AATAATCTCGAGTCAGGACGAGAAGCCCTTCATCTTG

	BRD4 685-1000 
	FW
	AATAATGGATCCCCAAAGTTGATGTGATTGCCGGCT

	
	RV
	AATAATCTCGAGTCAGGGGGGCTGCTGGCCCTGGGGT

	BRD4 1001-end 
	FW
	AATAATGGATCCCCCCCATGCAGTTTTCCACCCACA

	
	RV
	AATAATCTCGAGTCAGAAAAGATTTTCTTCAAATATTG

	BRD4 S1117A 

	FW
	GTGAAGGAGGAGAAGATCCACGCACCCATCATCCGCAGCGAGCC

	
	RV
	GGCTCGCTGCGGATGATGGGTGCGTGGATCTTCTCCTCCTTCAC

	BRD4 AgeI 
	FW
	CCTACTCAACCGGTCACCTC

	BRD4 SalI 
	RV
	CCTCTAGAGTCGACCGGCCGCTCAGAAAAGATTTTC

	BRD4 1037 
	FW
	AAATTAAAGGATCCAGCAAGTCATCCAGCACCACCAT

	BRD4 1201 
	RV
	AAATTAAACTCGAGTCAGGAGCCCATGTTCTTGATTTTC

	seq BRD4 Ki_1
	
	GCGCGACCAACTTTAGCCT

	seq BRD4 Ki_2
	
	ATGTGATCGCGCTTCTCGTT

	seq BRD4 Ki_3
	
	AACGAGAAGCGCGATCACAT

	seq BRD4 Ki_4
	
	TTTCAGCAGGCTAAAGTTGGT

	seq BRD4 Ki_5
	
	ACAGCTTCGAGCAGTTCCG

	seq BRD4 Ki_6
	
	CGGAACTGCTCGAAGCTGT

	gU1117
	FW
	AAACCTCGTGGTGGTGAAGGAGGAC

	
	RV
	CACCGTCCTCCTTCACCACCACGAG

	D1117
gD1117
	FW
	CACCGAATCTTTTCTGAGCGCACCT

	
	RV
	AAACAGGTGCGCTCAGAAAAGATTC

	UpBRD4
	FW
	AATATATGGATCCACAGCTCCAGGCCCTTTTCCG

	KI1117A

	FW
	AGTAGTAAAAGAAGAGAAGATCCACGCACCCATCATCCGCAGCGAGCCCTTC

	
	RV
	GAAGGGCTCGCTGCGGATGATGGGTGCGTGGATCTTCTCTTCTTTTACTACTACTAAGGGCTGGGGCTGGACCACG

	BRD4 CDS
	RV
	GAAAAGATTTTCTTCAAATATTG

	Synt

	FW
	CAATATTTGAAGAAAATCTTTTCATAACTTCGTATAATGTATGCTATACGAAGTTATCTGGCAGCGGCGCGACCAACTTT

	
	RV
	CTCCTCGCCCTTGCTCACCGGGCCCGGGTTTTCTTCCACATCGCCCGCCTGTTTCAGCAGGCTAAAGTTGGTCGCGCCGC

	mem
	FW
	GTGAGCAAGGGCGAGGAG

	Lpmem
	RV
	GTATAGCATACATTATACGAAGTTATTCACTTGTACAGCTCGTC

	LpDHA
	FW
	GTATAATGTATGCTATACGAAGTTATCCTAGGTGGCTTCTGACTTTGATT

	DHA
	RV
	TATATACTCGAGTACAGTACAGCCACGGTCAC

	BRD4 genot 

	FW
	AGAGGCCACATGTTGGATGG

	
	RV
	GAAATGTCAGGGAGACGCCA





