zebrafish gene name
her12
herd.2
herd 4
her9
herd.3
her4.1
her4 .2
her15.1
her15.2
her2
her3
herl1
herb
her8.2
her13
hert
her7
her6
her8a
hes6
hes2.1
hes2.2
m edaka gene name
her9
her12
herd 4
hes2.2
hes?
herb
her6.2
hes6 Qof2)
her8.2
hes6
her7
her6

synonym
Hesbc

fe18g04, Hesbd, sich73-21g5.3

sich73-21g55

Hesla, wufc30a03, zgc 100766

sich73-21gb4, wufe26g04

ch73-21g5.2, herd, Hesbe, wu fe18g04, wu fa41c06, zgc 55218
fe18g04, Hesbd, sich73-21g5.3

fk51a02, her15, herlba, hesb, wu:fkb1a02, zgc 136520
her15, her15b, hesb, hesb-lke

Hesba

hes3

hin

zgc 136537

Hes8

her11, her13.1, hes6b, zgc 110599

etD 3097535, Hes7, d:bd5086

cb715, her7-prote n

cb129, Heslb

her8b, wu 75105, wu fc06c04, zgc 85712

her13.2

Hes2a, sich211-122n14.3

Hes2b, zgc 153398

Hes4 Hesla, wufc30a03, zgc 100766
Hesbc

sich73-21g5.5

Hes2b, zgc 153398

Oryzias ltpes Herl-11 (0 C100049416), mRNA. [Source RefSeq mRNA Acc NMChrom osome 10 forward strand.
Chromosome 10 reverse strand.
Oryzias btpes Her6.2 (L0 C100049440), mRNA. [Source RefSeq mRNAAcc NM _(Chromosome 17 reverse strand.
Chromosome 17 reverse strand.
Chromosome 13 forward strand.
Chromosome 13 forward strand.
Chromosome 16 reverse strand.

26136537

bHLHb41

Hes8

Her13.2 [Source RefSeq peptide Acc NP_001098282]
cb715, her7-prote n

cb129, Heslb

positon

Chromosome 23 reverse strand.
Chromosome 23 reverse strand.
Chromosome 23 reverse strand.
Chromosome 23 reverse strand.
Chromosom e 23 forward strand.
Chromosom e 23 reverse strand.
Chromosom e 23 forward strand.
Chromosome 11 forward strand.
Chromosome 11 reverse strand.
Chromosome 11 reverse strand.

Chromosome 8 forward strand.

Chromosome 14 reverse strand.
Chromosome 14 forward strand.
Chromosome 15 forward strand.
Chromosome 15 forward strand.

Chromosome 5 reverse strand.
Chromosome 5 forward strand.
Chromosome 6 reverse strand.
Chromosome 7 reverse strand.
Chromosome 2 forward strand.
Chromosome 8 reverse strand.
Chromosom e 8 reverse strand.

Chromosome 7 forward strand.
Chromosome 7 reverse strand.
Chromosome 7 reverse strand.
Chromosome 7 forward strand.

Chromosom e 4 reverse strand.

Xenopus gene
hesb
hesb
hesb
hesb
hesb
hesb
hesb
hesb
hesb
hesb
hes3
hes7-3
hes7 (7-1)
hes6-2
hes6-1
hes7-3
hes7 (7-1)
hesl
hes6-2
hes6
hes2
hes2

hesd)
hesb
hesb
hes2
hes7-3
hes7 (7-1)
hest)
hes6-1
hes6-2
hes6-1
hes7 (7-1)
hesl

Sup.Table1
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Species/ Abbry
1.Hosa HesS

2. MumuHe s5

3. GagaHesSchr21-1
4. GagaHesSchr21-2
5. GagaHesSchr21-3
6. Geja Hes5s0135-2
7. Geia Hes5sc135-1
3. Xela HesS—1L

9. Xela Hes5-15
10.Xela Hes5-2L
11.Xela Hes5-25
12.Xela Hes5-3L
13.Xela Hes5-35
14.Xela Hes5-4L
15.Xela Hes5-45
16.Xela Hes5-5L
17.Xela Hes§-55
18.Xela Hes5-6 L
19.Xela Hes5-65
20. Xela Hes5-7L
21. Xela Hes5-7 5
22. Xela Hes5-8 L
23. Xela Hes5-8 5
24. Xela Hes5-9 L
25. Xela Hes5-95
26. Xela Hes5—-10L
27 Xela Hes5-105
28 Xetr Hes5-1

29. Xetr Hes5-2

30. Xetr Hes5-3

31. Xetr Hes5-4

32. Xetr Hes5-5

33. Xetr Hes5-6

34. Xetr Hes5-8

35. Xetr hes5-9

36. Xetr Hes5-10

— L L L L LKL - — (LI LI L L << K <<

8%

=

o

FFFFFFFFFFEFFEFFEFFEEFEFEFEFEFEEFEErErErrr*

Soecinz/Antry T T T ]
1.Hosa Hes5

2. MumuHe s5 K K R - ----

3. GagaHesSchr21-1 K K ] K KEQE-------- AAPEVEFEPE---------- K
4. GagaHesSchr21-2 }
5. GagaHesSchr21-3 K K K - - - ------

6. Geja Hes5sc135-2 K K K R KLMEHFERNG - - ------ - PETREAVS -----=---=----
7. Geja Hes5sc135-1 K KLLNHFRKPWAAAA-----KEEASSE APEBBIA-------

8. Xela Hes5-1L R K gL -------PyvEEllyY PH----------
9. Xela Hes5-15 3 3 KLLEBHLE-------=-==== PERLSVvAPHEY I PB-----
10. Xela Hes5-2 L K 3 KLISHFNEKF---------

12.Xels Hes5-3 L K : KL INHFHCLB]--------
13.Xela Hes5-3 5 | K R K KLMNHFHGLDT--------

16. Xela Hes5-5L K K KMMBNFHEDLS | A------
17.Xela Hes5-5 5 ‘ K - K KVMLNFHEDP-BlAA-----

18.Xela Hes5-6 L KY - ——mmm s s s e e e e e e e e e - - - - - - ADSSSP AHMEGHSRCLADSLKFFS-PKIBSEFPENFLHNIY------------EDHSMT VEPPMEBPL - - ----
19.Xela Hes5-6 5 KY - - s e e e e e e e e e e e - - - - - - - ADSSSP AHTEGHS | BLADSL HF VEPKKH-SBFSENLLHNF Y------------EDHSVAVEPPLSPL------
20. Xela Hes5-7 L K K KLLENFHBB---------- | BF----------
21. Xela Hes5-7 S j K - KLLHNIY-------—-----yvDEELTVEPPLEPL - -----
22. Xela Hes5-8 L K ---------------- -ttt e - - - - - - - - BEMSGBKS YKEGYSKCVEDSLHF LS VHNE - - - - -BSLLKHF HEHBIFNAB-----BT------------------
23. Xela Hes5-8 5 K K P _________

24. Xela Hes5-9 L K K K KL-fvAEMPLL VNAHESGTAG------
25. Xela Hes5-9 5 8 K KKH-TVIDMDLL VNVYNESOT AG----- -

28 . Xetr Hes5-1 K KHLLKHLE------------ KLEIVAPLEY I PBl-----

29. Xetr Hes5-2 K K ] KLIBHFHBKA---------FlAS8 I 88FPIR---------
30. Xetr Hes5-3 R KLMBHFECLEE--------BPRBL BIVE- - ----------
31. Xetr Hes5-4. K KP KLVBHFNR-----------
32. Xetr Hes5-5 K K KvIGNFHENHEILE------
33. Xetr Hes5-6 K . EFEKKFLHSFH------------EDHEVYTvEPPLEPL ------
34. Xetr Hes5-8 K KEYKEBYSKCVEDS vHF LEAHNG - - HEQBNLLRSFHEHAFEEE-----ETHR-----------—--- -~
35 Xetrhes5-9 IMB---------c-- - - ---KPVPT8KHI|--FPASTAEHVEFFTEKKH-FVAEVNLLMKARESBKAB- - - - - -
36. Xetr Hes5-10 b e e e e e e - - -BH I BEENKNLF-----WNDSCLPAPYREIL - ------

domain Flg 32



Species/ Abbrv

37 . Lach Hes6sc00319

38. Lach Hes5sc00001
39. Lach Hes65c00199
40. Lach Hes55c00059
41. LeocHes5LG25-4

42. LeocHes5LG25-2

43. LeocHes5LG25-1

44. LeocHes5LG25-3

45 . Dare herd 2ENSDARPO000009438 1

46 Dare her2

47 .Dare herd 3

48 . Dare herd.1

49.Dare her15.1

50.Dare her152

51.Dare herd 2 ENSDARP0O0000141050

52.Dare herd 4

53.Dare her12

54.0rlaher12

55.0rlaherd 2

56. CamiHes6sc58~1

57 . CamiHes55058-3

58 . CamiHe s55058-2
59. CamiHes55c221
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bHLH domain

Species/ Abbry

37. Lach Hes5sc00319

38. Lach

39. Lach Hes5sc00199

40. Lach,

41.LeocHes5LG25-4

42. LeocHes5LG25-2

43 . LeocHes5LG25-1

44. LeocHes5LG25-3

45 . Dare herd 2ENSDARP0000009498 1

46 . Dare her2

47.Dare herd3

48 . Dare herd.1

49. Dare her15.1

50.Dare her152

51.Dare herd 2 ENSDARPO0000141050

52.Dare herd 4

53.Dare her1?2

54.0rlaher12
565.0rlaherd 2

56 . CamiHes5sc58-1
57 . CamiHes55c58-3
58 . CamiHes55c58-2
59. CamiHes55c221

[Species/ Abbry

37.Lach Hes55c00319
38. Lach Hes535000001
39. Lach Hes55c00139
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[NENEN
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41.LeocHes5LG25-4

42 . LeocHes5LG25-2

43 . LeocHes5LG25-1

44 LeocHes5LG25-3

. Dare her152

.Dare herd 2 ENSDARP0O0000141050

53. Dare her12

54.0rlaher12

55.0rlaherd 2

. CamiHes5sc58-1

59 CamiHes5sc221
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domain
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Species/ Abbry.

-

Al

1.PemsHesd|1 16950581
2. PemaHes4|1 16950493

............. R F R LKEL 1L

KALIL

3. PemaHes4 (116950460

—————— K K K ALIL

4. PemaHe s2isoform

------ Hi e R (s

5. PemaHes1

LIL

6. Pemaenhancer of split m3 protein-like |1 16939481
7.Pema protein hairy-like| 116939479

.......... KS | 1L
___________________ KS I IL

8. Pema hairy_snd enhancer of split-B|21285952 1
9. Pema_enhancer_of:split.m3 protein-like |1 16933480

.................. K K (NN
A I vL

10.ErfLhairy G

—————— K e K K LILDTY

11.Brihairy F

------------------------ F F 3 KTL I LDALK

12.BrithsiryE

—————— K B e K K L1LBAL

13.Brilhairy D
14.BrithairyC

------ K K L e KTL I LEAL
——————— K B e T L1LBAL

15.Brihairy B
16.Brflhairy A

.................. 3 z AL I L ABL
________ TE K K o : 3 KFIL | LBAL KK

F > > F F P P F P F > F ot

NG T

Species/ Abbry

1.PemaHes4|116950581

2.PemaHesd|1169504393

3. PemaHes4|116950460

4. PemaHes2isoform

5.PemaHes1

6. Pemaenhancer ofsplitm3 protein-like [1 1693948 1

7.Pema protein hairy-like| 116933479

8.Pema_hairyand enhancer ofsplit-B|01285982 1

9.Pema_enhancer_ of:split.m3 protein-like|1 16939480

10.Brihairy.G
1. BrihsiryF

12.Brihairg E
13.BriLhsiryD

14.Brithsiry.C
15.Brflhairy B

16.BriLhairyA

orange
domain

Species/ Abbry
1.PemaHes4|116950581
2.PemaHesd|1 16950433

3.PemaHes4|116950460
4. PemaHes2isoform

ILHELL
LG A

5.PemaHes!
6. Pemaenhancer_ofsplitm3 protein-like |1 16939481

7.Pema_protein hsiry-like | 116939479
8.Pema_hairyand_enhancer ofsplit-B|01285982 1

9.Pema_enhancer ofsplit m3 protein-like [116933480
10. BriLhairy G

11.BrithsiryF
12.Brflhairy £

13.BriLhsiryD
14.Brilhairy.C

15.Brilhsiry B
16. BriLhairy A

domain
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