Table S1 Resistance of GBS to the agents among different STs
	Phenotypically resistance
	ST10 
(n=17)
	ST12 
(n=16)
	ST17
(n=10)
	ST19 
(n=28)
	ST27
(n=10)
	ST529 
(n=9)
	ST862 (n=20)
	Others (n=30)    
	P

	Erythromycin
	12 (70.6%)
	13 (81.3%)
	10 (100%)
	19 (67.9%)
	8 (80.0%)
	9 (100%)
	12 (60%)
	15 (50%)
	0.018

	Clindamycin
	12 (70.6%)
	13 (81.3%)
	10 (100%)
	20 (71.4%)
	8 (80.0%)
	9 (100%)
	13 (65%)
	16 (53.3%)
	0.043

	Tetracycline
	7 (41.2%)
	15 (93.8%)
	10 (100%)
	28 (100%)
	10 (100%)
	9 (100%)
	13 (65%)
	22 (73.3%)
	<0.001

	Levofloxacin
	11 (64.7%)
	0 (0.0%)
	0 (0.0%)
	27 (96.4%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	2 (6.7%)
	<0.001

	Moxifloxacin
	11 (64.7%)
	0 (0.0%)
	0 (0.0%)
	27 (96.4%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	2 (6.7%)
	<0.001

	Penicillin G
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Ampicillin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Quinupristin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Linezolid
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Vancomycin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Tigecycline
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	MDR
	12 (70.6%)
	13 (81.3%)
	10 (100%)
	28 (100%)
	8 (80%)
	9 (100%)
	10 (50%)
	12 (40.0%)
	<0.001


MDR, multidrug resistance






Table S2 Resistance of GBS to the agents among different serotypes
	Phenotypically resistance
	Ⅰa
(n=10)
	Ⅰb
(n=26)
	Ⅲ
(n=64)
	Ⅴ
(n=33)
	Others
(n=7)
	P

	Erythromycin
	6 (60.0%)
	21 (80.08%)
	39 (60.9%)
	29 (87.9%)
	3 (42.9%)
	0.012

	Clindamycin
	6 (60.0%)
	21 (80.8%)
	42 (65.6%)
	29 (87.9%)
	3 (42.9%)
	0.029

	Tetracycline
	9 (90.0%)
	17 (65.4%)
	51 (79.7%)
	30 (90.9%)
	7 (100%)
	0.095

	Levofloxacin
	2 (20.0%)
	8 (30.8%)
	19 (29.7%)
	10 (30.3%)
	1 (14.3%)
	0.940

	Moxifloxacin
	2 (20.0%)
	8 (30.8%)
	19 (29.7%)
	10 (30.3%)
	1 (14.3%)
	0.940

	Penicillin G
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Ampicillin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Quinupristin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Linezolid
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Vancomycin
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	Tigecycline
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	0 (0.0%)
	-

	MDR
	6 (60.0%)
	21 (80.8%)
	44 (68.8)
	28 (84.8%)
	3 (42.9%)
	0.091


MDR, multidrug resistance
TableS3 Primers of resistant gene and virulence gene in our study
	Primer
	Sequence (5′-3′)

	mreA-F
	ACACCTCGTCTAACCTTCGCT

	mreA-R
	GTTCGTCCTCTAGCATCTCCAT 

	mefA-F
	GTGTGCTAGTGGATCGTCATGA 

	mefA-R
	ACCCAGCTTAGGAATACGTACAAT

	erm A-F
	CCCGAAAAATACGCAAAATTTCAT

	erm A-R
	CCCTGTTTACCCATTTATAAACG

	erm B-F
	TGGTATTCCAAATGCGTAATG

	erm B-R
	CTGTGGTATGGCGGGTAAGT

	erm C-F 
	TCAAAACATAATATAGATAAA

	erm C-R
	GCTAATATTGTTTAAATCGTCAAT 

	mefE-F
	CGTAGCATTGGAACAGC 

	mefE-R
	TCGAAGCCCCCTAATCTT

	erm TR-F
	GAA GTT TAG CTT TCC TAA

	erm TR-R
	GCT TCA GCA CCT GTC TTA ATT GAT

	linB-F
	CCTACCTATTGTTTGTGGAA

	linB-R 
	ATAACGTTACTCTCCTCTTC

	tetM-F
	GTGGACAAAGGTACAACGAG

	tetM-R
	CGGTAAAGTTCGTCACACAC

	tetK-F 
	GATCAATTGTAGCTTTAGGTGAAGG

	tetK-R 
	TTTTGTTGATTTACCAGGTACCATT

	tetL-F
	TGGTGGAATGATAGCCCATT 

	tetL-R 
	 CAGGAATGACAGCACGCTAA 

	tetO-F
	AACTTAGGCATTCTGGCTCACC 

	tetO-R
	 TCCCACTGTTCCATATCGTCA

	Rib-F
	CAGGAAGTGCTGTTACGTTAAAC

	Rib-R
	CGTCCCATTTAGGGTCTTCC 

	bca-F 
	TAACAGTTATGATACTTCACAGAC

	bca-R
	ACGACTTTCTTCCGTCCACTTAGG 

	bac-F
	CTATTTTTGATATTGACAATGCAA 

	bac-R
	GTCGTTACTTCCTTGAGATGTAAC

	scpB-F
	 CCTGCTAAGACTGCTGATAC 

	scpB-R 
	CATAAGCATAGTCGTAAGCC 

	hylB-F
	 CACCAATCCCCACTCTACTA 

	hylB-R
	 TGTGTCAAACCATCTATCAG




