Table S8: The predicted CRISPR sequences in the genome of P. koreensis CM-01.
	Crispr_Id
	CRISPR Start
	CRISPR End
	CRISPR Length
	Potential Orientation
	Consensus Repeat
	Repeat Length
	Spacers Nb
	Evidence Level

	Crispr_1
	147691
	147839
	148
	Not determined
	GACAAGACCCCACAAGGTCAAGC
	23
	3
	1

	Crispr_2
	1
	105
	104
	Not determined
	CAACTGTAGGAGTGAGCCTGCTCGCGATGGCGG
	33
	1
	1

	Crispr_3
	153619
	153715
	96
	Not determined
	TGGTCGGCTGTCAGGCCGCCATCGC
	25
	1
	1

	Crispr_4
	20221
	20318
	97
	Not determined
	TGGTCGGCTGTAAGGCCGCCATCGCG
	26
	1
	1
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