Table S4: RepeatMasker summary table output. Data on the length (bp) and percentage of different classes of identified repeats are provided.
	Type of repeats
	Number of elements
	Length occupied (bp)
	Percentage of sequence (%)

	SINEs:
	8
	515
	0.01

	     ALUs  
	0
	0
	0.00

	     MIRs   
	0
	0
	0.00

	LINEs:  
	27
	2330
	0.04

	      LINE1           
	0
	0
	0.00

	      LINE2           
	8
	601
	0.01

	      L3/CR1
	3
	305
	0.00

	LTR elements:         
	1
	43
	0.00

	      ERVL            
	0
	0
	0.00

	      ERVL-MaLRs      
	0
	0
	0.00

	      ERV_classI      
	0
	0
	0.00

	      ERV_classII     
	0
	0
	0.00

	DNA elements:         
	3
	210
	0.00

	      hAT-Charlie      
	0
	0
	0.00

	      TcMar-Tigger     
	0
	0
	0.00

	Unclassified:
	0
	0
	0.00

	Total interspersed repeats:   
	3098
	0.05
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