Supplementary Data
Transcriptional protein sequence of resistance genes found in MRSA

M20/M25/M40 family metallo-hydrolase [Staphylococcus aureus]
Subject Sequence ID: NGV92051.1 Length: 136
Query  5    YAQQKSALVIGEPTNYNLMYAHMGSINYSVVSHGKEAHSSMPEEGINAINNLNEFITEAN  184
            Y     AL+IGEPTNY+LMY HMGSINY+V SHGKEAHSSMP++G NAIN+LNEFIT+AN
Sbjct  50   YVDDLDALIIGEPTNYSLMYTHMGSINYTVTSHGKEAHSSMPDQGYNAINHLNEFITKAN  109

Query  2    GGYNKRLCATKNVRLVIGEPTNYNLMYAHMGSINYSVVSHGKEAHSSMPEEGINAINNLN  181
             GY   L A     L+IGEPTNY+LMY HMGSINY+V SHGKEAHSSMP++G NAIN+LN
Sbjct  48   AGYVDDLDA-----LIIGEPTNYSLMYTHMGSINYTVTSHGKEAHSSMPDQGYNAINHLN  102

Query  182  EFITEANG  205
            EFIT+AN 
Sbjct  103  EFITKANA  110

MepB family protein [Staphylococcus aureus]
Subject Sequence ID: WP_031910817.1 Length: 166
Query  70   RTARVTPTKPGAFVAFWTRNEQGQTCPFDSSEACAGLLIFVQDEGNFGVFRFTREQLEQQ  249
            R A+ TP K G FVAFW +NE  +  PF+ +E+   L+I + DE   G F F ++ L ++
Sbjct  50   RLAKKTPKKVGYFVAFWRKNEINKNRPFNFNESKDKLIINILDESKKGQFVFPKDLLVKK  109

Query  250  GITRSTKRPGKRGFRVYPSWNGNLNAQAKKTQAIQTPSF  366
            GI  S K  GK   RVYPSW  NLN  A  TQ  Q P F
Sbjct  110  GIISSEKHKGKMAIRVYPSWEQNLNKTAVSTQKWQIPYF  148

Query  72   ESPRQNLCAFVAFWTRNEQGQTCPFDSSEACAGLLIFVQDEGNFGVFRFTREQLEQQGIT  251
            ++P++ +  FVAFW +NE  +  PF+ +E+   L+I + DE   G F F ++ L ++GI 
Sbjct  54   KTPKK-VGYFVAFWRKNEINKNRPFNFNESKDKLIINILDESKKGQFVFPKDLLVKKGII  112

Query  252  RSTKRPGKRGFRVYPSWNGNLNAQAKKTQAIQTPSF  359
             S K  GK   RVYPSW  NLN  A  TQ  Q P F
Sbjct  113  SSEKHKGKMAIRVYPSWEQNLNKTAVSTQKWQIPYF  148

TPA: multidrug transporter [Staphylococcus aureus]
Subject Sequence ID: HAR4588006.1 Length: 146
Query  19   FVAFWTRNEQGQTCPFDSSEACAGLLIFVQDEGNFGVFRFTREQLEQQGITRSTKRPGKR  198
            FV  WT++E     P+        L+I V DE   G F F RE L ++GI  + +  GK+
Sbjct  57   FVTCWTKDENNCNQPYSKEAFADYLMIIVIDEELSGYFLFPRELLVEKGILTTFEHKGKK  116

Query  199  GFRVYPSWNGNLNAQAKKTQAIQTPSF  279
             FRVYP W   LN +A++TQ  Q   F
Sbjct  117  AFRVYPKWCNQLNKRAEQTQKWQCKYF  143


