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Supplementary Information
Additional file 1: Table S1. 
Homologs of the main known flowering-related genes discovered in garlic genome. 
Additional file 2: Fig. S1.
Amino acid sequence alignment of six representatives of the TFL-like clade in garlic genome
Additional file 3: Fig. S2.
Amino acid sequence alignment of LFY homologs from garlic (As) and onion (Ac). Two spliced transcripts, previously reported as gaLFYl and gaLFYs (Rotem et al., 2007) have high homology with AsLFY1.  
Additional file 4: Table S2.
List of sampled tissue for transcriptome sequencing, collected at different stages of plant development and after cold-storage treatments.
Additional file 5: Table S3.
Sequences of FT and LFY proteins of different species downloaded from the NCBI database (https://www.ncbi.nlm.nih.gov/, accessed on 15 February 2021). 
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