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Supplementary Table 1 Overview p values of all statistical comparisons shown in the figures.

Fig. 1d X y p value Sign. X y p value Sign.
Nuclear CTRLko LMNAko <1¢-10 o Mean CTRLko LMNAko <1¢-10 o
circ. lamin A/C

CTRLko LMNB1ko <1¢-10 o int. CTRLko LMNB1ko <1¢-10 o

CTRLko LMNB2ko <1¢-10 o CTRLko LMNB2ko <1¢-10 o

LMNAko LMNB1ko <1¢-10 o LMNAko LMNB1ko <1¢-10 o

LMNAko LMNB2ko <1¢-10 o LMNAko LMNB2ko <1¢-10 o

LMNB1ko LMNB2ko <1¢-10 o LMNB1ko LMNB2ko <1¢-10 o
Fig. 2a X y p value Sign. X y p value Sign.
Infection CTRLkd LMNAKkd 0.99913 n.s. Mean CTRLkd LMNAKkd 0.98887 n.s.
rate EGFP int.

CTRLkd LMNB1kd <0.001 o CTRLkd LMNB1kd <0.001 o

CTRLkd LMNB2kd 0.99801 n.s. CTRLkd LMNB2kd 0.99070 n.s.
Infection CTRLko LMNAko 0.166 n.s. Mean CTRLko LMNAko 0.1182 n.s.
rate EGFP int.

CTRLko LMNB1ko <0.001 o CTRLko LMNB1ko <0.001 o

CTRLko LMNB2ko 0.989 n.s. CTRLko LMNB2ko 1.000 n.s.
Fig. 3a X y p value Sign. X y p value Sign.
Doubling CTRLkd LMNAKkd 0.94 n.s. Doubling | CTRLko  LMNAko 0.88 n.s.
time kd time ko

CTRLkd LMNB1kd 0.94 n.s. CTRLko  LMNB1ko 0.88 n.s.

CTRLkd LMNB2kd 0.94 n.s. CTRLko  LMNB2ko 0.88 n.s.
Fig. 3c X y p value Sign. Fig. 3d X y p value Sign.
Mitotic CTRLko LMNB1ko 9.271e-07 *** EdU CTRLko  LMNB1ko 0.04677 *
window spots
Fig. 3e X y p value Sign. X y p value Sign.
Fraction CTRLko LMNAko 0.193 n.s. Rate CTRLko LMNAko 0.921 n.s.
ffgfu‘g';h CTRLko  LMNBiko <0.001 = | "™®VP'® I'CTRlko LMNBTko <i®05 =

CTRLko LMNB2ko 1.000 n.s. CTRLko  LMNB2ko 1.000 n.s.
Fig. 3f X y p value Sign.
EdU CTRLko LMNB1ko 0.002381 **
spots
Fig. 4b X y p value Sign. X y p value Sign.
+HPV PsV | CTRLko LMNB1ko 0.334 n.s. EGFP+ CTRLko  LMNB1ko 0.667 n.s.
Fig. 5a X y p value Sign. X y p value Sign.
-HPV/ CTRLko LMNB1ko 0.00479 ** EGFP- CTRLko  LMNB1ko 0.234 n.s.
HHPVPSV I Hpv +HPV 04271 ns. | 'ESFP* [EcFe-  EcFp+ 0.645 ns.
Fig. 6a X y p value Sign. X y p value Sign.
-HPV/ CTRLko LMNB1ko <2°-16 o EGFP- CTRLko  LMNB1ko 2.6%12 o
HHPVPSV I Hpv +HPV 0.15 ns. | ’ECFP* [EoFr-  EGFPr 216
Fig. 6b X y p value Sign. X y p value Sign.
24h CTRLko CTRLko 1.000 n.s. 48h CTRLko  CTRLko 0.31976 n.s.

CTRLkd PMLkd CTRLkd PMLkd

CTRLko LMNB1ko 0.01240 * CTRLko  LMNB1ko <0.001 e

CTRLkd CTRLkd CTRLkd  CTRLkd
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CTRLko LMNB1ko 0.99638 n.s. CTRLko LMNB1ko 0.94222 n.s.
CTRLkd PMLkd CTRLkd PMLkd
CTRLko LMNB1ko 0.00666 > CTRLko LMNB1ko <0.001 ol
PMLkd CTRLkd PMLkd CTRLkd
CTRLko LMNB1ko 0.98656 n.s. CTRLko LMNB1ko 0.01488 *
PMLkd PMLkd PMLkd PMLkd
LMNB1ko LMNB1ko 0.11160 n.s. LMNB1k  LMNB1ko <0.001 il
CTRLkd PMLkd o] PMLkd
CTRLkd
Fig. 7a X y p value Sign.
Prot. degr. | DMSO MG132 <2°-16 ol
Fig. 7b X y p value Sign.
DMSO CTRLko CTRLko 0.5669 n.s. RAPA/ CTRLko CTRLko 0.869 n.s.
HPV PsV- HPV PsV+ CHLOR HPV HPV PsV+
PsV-
LMNB1ko LMNB1ko 0.0147 * LMNB1k  LMNB1ko 0.960 n.s.
HPV PsV- HPV PsV+ oHPV HPV PsV+
PsV-
CTRLko LMNB1ko 0.9982 n.s. CTRLko LMNB1ko <1¢-05 ol
HPV- HPV PsV- HPV- HPV PsV-
CTRLko LMNB1ko 0.4210 n.s. CTRLko LMNB1ko <1°-05 ol
HPV PsV+ HPV PsV+ HPV HPV PsV+
PsV+
Fig. 8c X y p value Sign. X y p value Sign.
-HPV/ CTRLko LMNB1ko 0.516 n.s. EGFP- CTRLko LMNB1ko 0.847 n.s.
*HPVPSV. I Hpv +HPV 0.124 ns. | FCFP* [EeFp-  EcFP+ <16
Fig. 8d X y p value Sign. X y p value Sign.
-HPV/ CTRLko LMNB1ko 0.0238 * EGFP- CTRLko LMNB1ko 0.0231 *
HHPVPSY Iy +HPV 0.00814  * /EGFP* I'EeFe-  EcFpr <2*16




