75

97

54

52

56

— CAHO0019034.1 unnamed protein product Clonostachys rhizophaga

L VUC21428.1 unnamed protein product Clonostachys rosea
CAHO0043134.1 unnamed protein product Clonostachys solani

CAG9944589.1 unnamed protein product Clonostachys rosea

54

59

38

56

CAG9996592.1 unnamed protein product Clonostachys byssicola
KFH40740.1 Lysozyme-like protein Acremonium chrysogenum

— KAH7322620.1 lysozyme Stachybolrys elegans

32

L XP 046117863.1 lysozyme Emericellopsis atlantica

KXJ87493.1 lysozyme Microdochium bolleyi

99

27

18

87

99

KAH8178892.1 phage lysozyme domain-containing protein Sarocladium implicatum

— KAH6683555.1 lysozyme Plectosphaerella plurivora

50

L KAH7376809.1 lysozyme Plectosphaerella cucumerina

63

97

XP 028465619.1 lysozyme Sodiomyces alkalinus

XP 003000101.1 lysozyme Verticillium alfalfae

— . VL1 T00003720 Verticillium longisporum

34

99

L XP 009656810.1 lysozyme Verticillium dahliae

— GAP85722.1 putative glycoside hydrolase family 24 protein Rosellinia necatrix

L KAI0448901.1 lysozyme Xylaria acuta

KAH7022163.1 lysozyme-like domain-containing protein /lyonectria destructans

85

97

— KAF4468907.1 lysozyme Fusarium albosuccineum

99

L KAF5009760.1 hypothetical protein FDECE 4033 Fusarium decemcellulare

XP 046132507.1 lysozyme-like domain-containing protein Fusarium solani

84

97

75

RSL65211.1 hypothetical protein CEP54 004315 Fusarium sp.

RSL66416.1 hypothetical protein CEP51 012818 Fusarium floridanum

66

53

RSM10008.1 hypothetical protein CDV31 007414 Fusarium ambrosium

— RMJ13632.1 hypothetical protein CDV36 006717 Fusarium kuroshium

41

L RTE79609.1 hypothetical protein BHE90 005880 Fusarium euwallaceae

— OAL02857.1 family 24 glycoside hydrolase Stagonospora sp. SRC1IsM3a

97

L OAL47705.1 family 24 glycoside hydrolase Pyrenochaeta sp. DS3sAY3a

— CAB3775437.1 Lysozyme Bacteriophage APSE-7

40

L DAD92596.1 TPA: MAG TPA: Lysozyme Caudovirales sp. ctSxd6

ANR76350.1 endolysin Skeletonema virus LDF-2015a

CAB4241994.1 COG3772 Phage-related lysozyme (muraminidase) uncultured Caudovirales phage

44

40

40

99

— EGG1917711.1 lysozyme Salmonella enterica

L KDY79868.1 phage lysozyme family protein Escherichia coli

DAJ95714.1 TPA: MAG TPA: Lysozyme Caudovirales sp.

QlQ67983.1 lysozyme Hafnia phage yong1

UIW10325.1 lysozyme Flyfo siphovirus That2 3

87

68

— VWNO05902.1 Phage-related lysozyme (muraminidase) Escherichia coli

91

46

46

L YP 009191668.1 lysozyme Salmonella phage SEN34

— RCW94677.1 GH24 family phage-related lysozyme (muramidase) Kosakonia sp.

32

43

85

L Phage-related lysozyme (muramidase) GH24 family Kosakonia oryzae

— TPA: Lysozyme Siphoviridae sp.

89

59

45

89

L WP 001514185.1 lysozyme Escherichia coli
DAG45582.1 TPA: MAG TPA: Lysozyme Podoviridae sp.

— DAI81868.1 TPA: MAG TPA: Lysozyme Siphoviridae sp.

37

93

L DAO31951.1 TPA: MAG TPA: Lysozyme Myoviridae sp.

— AJG41875.1 endolysin Acinetobacter phage RL-2015

L WP 151959339.1 lysozyme Acinetobacter bereziniae
CAH1073581.1 Gifsy-2 prophage lysozyme Acinetobacter phage MD-2021a
YP 008130340.1 lysin Serratia phage Eta

21

AMQ66005.1 endolysin Stenotrophomonas phage vB SmaS-DLP 6

WP 200629750.1 lysozyme Pseudomonas stutzeri

11

38

95

WP 084854807.1 lysozyme Pseudomonas putida

— ULGO00135.1 lysozyme R Pseudomonas phage PPO9W2

75

79

L WP 058157505.1 lysozyme Pseudomonas aeruginosa
WP 105405090.1 lysozyme Neorhizobium sp. T7 12

— WP 097621274.1 lysozyme Rhizobium sp. L43

63

L WP 174008491.1 lysozyme Agrobacterium tumefaciens

DAH57123.1 TPA: MAG TPA: Lysozyme Myoviridae sp.

QYW02862.1 lysozyme Vibrio phage BUCT006

14

85

91

— YP 009910708.1 peptidoglycan hydrolase Bacillus phage vB BsuP-Goe1

24

L YP 009910732.1 p15 Beecentumtrevirus Nf

NP 690649.1 morphogenesis protein Beecentumtrevirus B103

98

99

48

56

YP 009910346.1 glycoside hydrolase family protein Bacillus phage vB BveP-Goe6

— AAK40280.1 endolysin Bacillus amyloliquefaciens phage Morita2001

33

L QQO90053.1 DNA packaging protein Bacillus phage BSTP4
— QRD99848.1 endolysin Bacillus phage BSTP6

84

30

L UKM96361.1 putative endolysin Bacillus phage TBA3

— YP 002004544.1 glycoside hydrolase family protein Bacillus phage phi29

34

83

L YP 009910676.1 glycoside hydrolase family protein Bacillus phage Gxv1
NP 040733.1 glycoside hydrolase family protein Bacillus phage PZA
— QRD99298.1 endolysin Bacillus phage Whiting18

60

L UIS65831.1 endolysin Bacillus phage Arbo1





