Table S3. A summary of numerical information concerning the alignments.
	
	ITS
	ITS-LSU
	TEF1
	RPB1
	RPB2
	5-loci-
concatenated

	Total sites
	794
	1555
	656
	898
	798
	3924

	Variable sites
	372
	433
	244
	225
	230
	1243

	Parsimony informative sites
	276
	270
	180
	118
	157
	749

	Singleton sites
	89
	159
	64
	107
	73
	485

	Distinct alignment patterns
	494
	523
	334
	260
	301
	1357

	Proportion of gaps and 
completely undetermined characters
	31.01%
	14.26%
	12.49%
	1.90%
	2.55%
	17.55%

	Number of taxa
	175
	50
	50
	39
	43
	50



