[bookmark: _GoBack]Table S1 1 Differential expressions of candidate proteins in Phytophthora sojae zoospores in response to maize seed exudates
	Protein ID
	Multiples of up- or down-regulated
	Participating pathways
	Protein type

	G4ZCQ6
	2.71
	Phosphatidylinositol pathway
	Rate-limiting enzyme of phosphatidylinositol signal transduction pathway

	G4ZC26
	1.33
	Phosphatidylinositol pathway
	Ca2+ osmotic pressure gate cation channel protein

	G4YV08
	0.59
	Arachidonic acid metabolism
	hematopoietic prostaglandin D synthase

	G4Z179
	0.71
	Degradation of valine and isoleucine
	Acetyl CoA carboxylase mitochondria

	G4ZY60
	0.52
	Protein synthesis
	tRNA amidation cofactor

	G4YKE2
	0.44
	Glutathione metabolizes
	Pyruvate and phosphodikinase





