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	Protein ID
	Multiples of up- or down-regulated
	Participating pathways
	Protein type

	G4ZCH5
	0.75
	Starch and sucrose metabolism
	Beta-glucosidase

	G5A663
	0.59
	Starch and sucrose metabolism
	1,4-beta-glucanase

	G4ZXP6
	0.7
	Glutathione metabolism
	Glutathione peroxidase

	G5A3T5
	1.50
	Fatty acid metabolism and biosynthesis pathway
	Acetyl CoA carboxylase

	G4ZKM7
	1.40
	Fatty acid metabolism pathway
	Very long chain 3-oxocarbonyl CoA reductase

	G4ZZG9
	3.15
	Glutathione metabolism
	NADH dehydrogenase

	G4Z179
	0.78
	Degradation of valine and isoleucine
	Acetyl CoA carboxylase mitochondria

	G4YKE2
	0.50
	Glutathione metabolizes
	Pyruvate and phosphodikinase



