TP53: mRNA Expression, RSEM
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TP53 gene overepression is defined by missense mutations
and associated with basal-like BRCA subtype
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TP53 mutation types:
» Splice (Driver) e Truncating (Driver) e Inframe (Driver)
* Missense (VUS) ® Missense (Driver) Not mutated

TP53 missence mutations

ANOVA: F(3, 182)=13.359, p<0.000001,
LS Means +/- 95% Cls
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BRCA Subtypes; LS Means +/- 95% Cls

TP53 missence mutations

ANOVA: F(3, 174)=33.488, p<0.00001,
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TP53 truncating mutations

ANOVA: F(4, 89)=.83810, p= 0.50,

LS Mean +/- 95% Cls
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