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[bookmark: _GoBack]Supplementary Figure S1. Read length distributions for small RNAs. (A-G) Read lengths for different small RNA types of interest. While a large number of 17nt sequences may be noted in the total miRNA plot (A), this outlier is greatly reduced when isolating solely miRNAs from homo sapiens (B). (H) Read lengths for total small RNAs. Two prominent peaks may be noted at roughly 22nt and 32nt, representing miRNAs and tRNA fragments, respectively. An average sequence of roughly 26 nucleotides (nt), ranging from 17-64nt, was observed across all small RNAs. 
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