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Supplementary Tables Legends (please refer to the submitted Excel file for all Supplementary Tables)

Supplementary Table 1. Characteristics of the shortlisted targets (n=15) in CRCs according to HPA (v20.1) database. 
Supplementary Table 2. List of Hallmark gene sets enriched in TCGA and CPTAC-2 CRC cases according to CDH17 expression. 

Supplementary Table 3. List of genes contributing to the enrichment of the five immune response or three metabolic Hallmark gene sets negatively or positively, respectively, associated with CDH17 expression in CRC cases derived from TCGA and CPTAC-2 datasets. The leading edge heatmap for each of the five gene sets are displayed on the left panel, and the list of genes regardless of which specific gene set are displayed on the right panel. The prefix “consensus” denotes consensus genes from both TCGA and CPTAC-2 datasets. For gene sets positively associated with CDH17 expression in MSI-H CRC cases, only TCGA dataset demonstrated significant association. The suffix “pos” or “neg” denotes positive or negative association with CDH17 expression, respectively. Notes: This Supplementary Table is divided into four parts where each part is displayed on a separate Excel sheet. 
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Supplementary Fig. 1. CEACAM5 and CDH17 mRNA expression profile in colon or rectal adenocarcinomas in TCGA dataset. CEACAM5 (A) or CDH17 (B) mRNA expression levels in colon adenocarcinoma (n=275) and rectal adenocarcinoma (n=92) compared with normal colon (n=349) and rectal (n=318) tissues, respectively. Data retrieved from the GEPIA2 database. TPM: Transcript per million.








Supplementary Figure 2
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Supplementary Fig. 2. CEACAM5 and CDH17 mRNA expression profile in normal human tissues according to the HPA database. CEACAM5 and CDH17 transcript expression profiles in normal human tissues presented anatomically (A) or in terms of NX transcript values with the dotted horizontal line as the cut-off (NX value of >1.5) (B), and 2-way Venn diagram comparison of the overlapping normal tissues between both genes according to the NX cut-off value. (D) Qualitative comparison of the normal tissues expression profile with CD19, ATP10B, ERBB2 (encodes HER2) and EGFR. Data retrieved and re-analyzed from the HPA database (v20.1). 








CEACAM5





(C)





Colon�Rectum


Appendix


Small intestines


Duodenum


Granulocytes








6





1





10





Esophagus


Tonsil


Tongue


Stomach


Vagina


Cervix, uterine


Salivary gland


Lung


Smooth muscle�Urinary bladder





CDH17





Gallbladder





Supplementary Figure 3
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Supplementary Fig. 3. Representative CEA (A) and CDH17 (B) protein expression by IHC in CRC cases according to HPA series of cases. IHC images for each of the 3 antibodies and all cases were denoted as strong intensity and >75% frequency by HPA. 
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