[bookmark: _Hlk514354226][bookmark: _Hlk514354179]Table S1.  Clinicopathological characteristics and expression of VGLL1 in ovarian cancer.
	Characteristic
	Cases, n (%)

	Age (years)
	

	≤53
	84(53.5)

	>53
	73(46.5)

	FIGO stage
	

	I
	14(9.0)

	II
	50(32.1)

	III
	84(53.5)

	IV

	9(5.8)

	Histological type
	

	Serous adenocarcinoma
	139(88.5)

	[bookmark: OLE_LINK1]Mucinous adenocarcinoma 

	11(7.0)

	Endometrioid adenocarcinoma
	4(2.5)

	Clear cell carcinoma
	3(1.9)

	
	

	Intraperitoneal metastasis
	

	No
	50(31.8)

	Yes
	107(68.2)

	VGLL1 Expression
	

	Low 
High 
	74(47.1)
83(52.9)

	Vital status at last follow-up
	

	Alive 
	73(46.5)

	Dead 
	84(53.5)

	Tumor recurrence
	

	No
	62(39.5)

	Yes

	95(60.5)

	Ascites with tumor cells

	

	No
	69(43.9)


	Yes
	88(56.1)

	Intestinal metastasis
	

	No
	68(43.3)


	Yes
	88(56.1)

	Yes
	89(56.7)










Table S2. Correlation between VGLL1 expression and the clinicopathological features of ovarian cancer.
	Characteristic
	Total
	VGLL1 Expression
	Chi-square
Test
p-value
	Fisher’s Exact Test
p-value

	
	
	
Low, n (%)

	High, n (%)
	
	

	Age (years)
	≤53
	84
	42(50.0)
	42(50.0)
	0.440
	0.522

	
	>53
	73
	31(42.5)
	41(56.2)
	
	

	Histological type
	
Serous adenocarcinoma
	
      139
	
70(50.4)
	
69(59.6) 
	0.008
	-

	
	Mucinous adenocarcinoma
Endometrioid adenocarcinoma
Clear cell carcinoma

	11

4

3
	0(0.0)

3(75.0)

1(33.3)
	11(100.0)

1(25.0)

2(66.7)
	
	

	FIGO stage
	I
	14
	2(14.3)
	 12(85.7)
	   <0.001
	-

	
	II
	50
	45(90.0)
	 5(10.0)
	
	

	
	III
	84
	27(32.1)
	 57(67.9)
	
	

	
	IV
	      9
	0(0.00)
	 9(100.0)
	
	

	
	
	
	
	
	
	

	                     
Ascites with tumor cells

	
No
Yes
   
	
69
88

	
41(59.4)
33(37.5)

	
28(40.6)
55(62.5)

	0.006
	0.010

	
	
	
	
	
	
	

	Intraperitoneal metastasis
	No
	50
	30(60.0)
	20(40.0)
	0.027
	0.039

	
	Yes
	107
	44(41.1)
	63(58.9)
	
	

	
	
	
	
	
	
	

	Intestinal metastasis
	No
Yes
	68
89
	30(44.1)
44(49.4)
	38(55.9)
45(50.6)
	0.508
	0.523

	
	
	
	
	
	
	

	Vital status at last follow-up
	Alive
Dead
	73
84
	46(81.2)
28(33.3)
	27(18.8)
56(66.6)
	[bookmark: OLE_LINK2]<0.001
	<0.001

	
	
	
	
	
	
	

	Tumor
	No
	62
	39(62.9)
	23(37.1)
	0.001
	0.002

	recurrence
	Yes
	95
	35(36.8)
	60(63.2)
	
	

	
	
	
	
	
	
	

	
	
	
	
	
	
	




Table S3. Cox regression univariate and multivariate analyses of prognostic factors in ovarian cancer.
	　
	Univariate Analysis
	
Multivariate Analysis

	Variable
	Patients (n)
	p
	Regression Coefficient (SE)
	p
	Relative Risk
	 95% Confidence Interval

	VGLL1
	
	
	
	
	
	

	Low expression
	74
	 <0.001
	0.817(0.233)    
	 0.045
	  1.617
	1.011-2.588

	High expression
	83
	
	
	
	
	

	[bookmark: OLE_LINK5]Intraperitoneal metastasis
	
	
	
	
	
	

	No
	50
	<0.001
	1.566(0.338)
	<0.001
	  3.825
	1.873-7.814

	Yes
	107
	
	
	
	
	

	[bookmark: OLE_LINK11]Intestinal metastasis
	
	
	
	
	
	

	No
	68
	0.253
	0.255(0.223)
	0.139
	0.703
	0.442-1.120

	Yes
	89
	
	
	
	
	

	Tumor recurrence
	
	
	
	
	
	

	No
	62
	<0.001
	1.377(0.274)
	0.001
	2.739
	1.553-4.832

	Yes
	95
	
	
	
	
	



























Table S4. Primers and oligonucleotides
Gene silencing oligonucleotides
shVGLL1#1, target sequence: 5'- GGTGATGGTCCAGAATTAAGA-3'.
[bookmark: OLE_LINK36]shVGLL1#2, target sequence: 5'- GCCAGTACCAGCCTTCCAAAT-3'.
shHMGA1#1, target sequence: 5'- CCAGCGAAGTGCCAACACCTA-3'.
ShIGF2BP2#1, target sequence: 5'-CAGTGCTGAGATAGAGATTAT-3'.

Primers for ChIP assays
HMGA1 promoter region P1, forward primer, 5'-GTGCTGGAGGCTGAGGAATC -3';
reverse primer, 5'- TGGAGGGCGTTCGGTTTC -3';

HMGA1 promoter region P2, forward primer, 5'-TGGACCCCCGTCCACC -3';
reverse primer, 5'- TCACCTCTAGGGGCTTCCAG -3';

non-Promoter region P3, forward primer, 5'-GGAAAAGGACGGCACTGAGA -3';
reverse primer, 5'-GGGCTCCTTCTGACTCCCTA -3';


Primers for qRT-PCR
VGLL1, forward primer, 5'-GGATGAACACTTCTCCAGAGCTC-3'; reverse primer, 5'- ATGGAGACGAGTAACGCCACTG -3';

HMGA1, forward primer, 5'-GAAGTGCCAACACCTAAGAGACC-3'; reverse primer, 5'- GGTTTCCTTCCTGGAGTTGTGG -3';

[bookmark: OLE_LINK41]METTL3, forward primer, 5'- CTATCTCCTGGCACTCGCAAGA -3'; 
[bookmark: OLE_LINK37]reverse primer, 5'- GCTTGAACCGTGCAACCACATC -3';

c-Myc, forward primer, 5'- CCTGGTGCTCCATGAGGAGAC -3'; 
reverse primer, 5'- CAGACTCTGACCTTTTGCCAGG-3';

MMP7, forward primer, 5'- TCGGAGGAGATGCTCACTTCGA-3'; 
reverse primer, 5'- GGATCAGAGGAATGTCCCATACC-3';

[bookmark: OLE_LINK38][bookmark: OLE_LINK39]IGF2BP2, forward primer, 5'- GTTGGTGCCATCATCGGAAAGG -3'; 
reverse primer, 5'- TGGATGGTGACAGGCTTCTCTG -3';

[bookmark: OLE_LINK40]IGF2BP1, forward primer, 5'- CTTTGTAGGGCGTCTCATTGGC-3'; 
reverse primer, 5'- CCTTCACAGTGATGGTCCTCTC-3';

YTHDC1, forward primer, 5'- TCAGGAGTTCGCCGAGATGTGT-3'; 
reverse primer, 5'- AGGATGGTGTGGAGGTTGTTCC -3';

[bookmark: OLE_LINK42]METTL14, forward primer, 5'- CTGAAAGTGCCGACAGCATTGG -3'; 
reverse primer, 5'- CTCTCCTTCATCCAGATACTTACG -3';

[bookmark: OLE_LINK43]WTAP, forward primer, 5'- GCAACAACAGCAGGAGTCTGCA -3'; 
reverse primer, 5'- CTGCTGGACTTGCTTGAGGTAC -3';

FTO, forward primer, 5'- CCAGAACCTGAGGAGAGAATGG-3'; 
reverse primer, 5'- CGATGTCTGTGAGGTCAAACGG-3';

[bookmark: OLE_LINK44]ALKBH5, forward primer, 5'- CCAGCTATGCTTCAGATCGCCT-3'; 
reverse primer, 5'- GGTTCTCTTCCTTGTCCATCTCC -3';

[bookmark: OLE_LINK45][bookmark: OLE_LINK46]YTHDF2, forward primer, 5'- TAGCCAGCTACAAGCACACCAC-3'; 
reverse primer, 5'- CAACCGTTGCTGCAGTCTGTGT -3';

YTHDF1, forward primer, 5'- CAAGCACACAACCTCCATCTTCG-3'; 
reverse primer, 5'- GTAAGAAACTGGTTCGCCCTCAT -3';

[bookmark: OLE_LINK48]YTHDF3, forward primer, 5'- GCTACTTTCAAGCATACCACCTC -3'; 
reverse primer, 5'- ACAGGACATCTTCATACGGTTATTG -3';

GAPDH, forward primer, 5'- GTCTCCTCTGACTTCAACAGCG-3'; 
reverse primer, 5'- ACCACCCTGTTGCTGTAGCCAA -3';



