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Supplementary Information
Table S1 Sequences of primers used in the study
	Primer ID
	Annotation
	Forward primer 
	Reverse Primer 

	EGP19168.1
	CDS amplication
	ATGATTTGCATTGAGGATGAATTATTGG
	TCATCTCCGACAATTGATTTGTGGAGG

	SmAPRR2
	qRT-PCR analysis
	CCGGTAAAAGAATCTCTCCT
	TTTATCACAGCCCGATAACT

	ACTIN
	qRT-PCR analysis
	TATTGTGGGTCGTCCTCG
	TCTCTCTGTTGGCCTTGG

	fc84.3
	Indel maker
	TATGAAACTTAGGCGGTGGG
	AATCGAACCCTCGACACTTG

	fc84.40
	Indel maker
	GATTGTACATGGTTTGCATTATGC  
	GTACTCAGGTCCCCTTCCGAT 

	fc84.6
	Indel maker
	TGGTGAGTTCTTGTCACCTG
	TGTTTGAGGTGAGGTACTGCTT

	fc84.42
	CAPS (SspI)
	AGTCGGAGTAATTGATAAATTTGTT
	CTATGTGCAAGGTCTAGAAAAGAGT



	Table S2 Primers for KASP markers
	
	

	ID
	primer_X 
	Primer_Y 
	Primer common 
	

	fs80.6
	GAAGGTGACCAAGTTCATGCTGAATGAGACCCAGCACTTACATGT
	GAAGGTCGGAGTCAACGGATTGAATGAGACCCAGCACTTACATGA
	GAGCTGGGCTTTGGATATGTTGGC

	fs82.0
	GAAGGTGACCAAGTTCATGCTGGTTTACATCTGGACTCGTCTTTC
	GAAGGTCGGAGTCAACGGATTGGTTTACATCTGGACTCGTCTTTG
	CACTGCCGACATAGATGAATTACCAAG

	fs84.0
	GAAGGTGACCAAGTTCATGCTCATTTTCCTCTCTTCCACCGATGTA
	GAAGGTCGGAGTCAACGGATTTTTCCTCTCTTCCACCGATGTC
	AAATTTAGTAGCTAATTGTTGGGTATGTAAATTC

	fs84.8
	GAAGGTGACCAAGTTCATGCTGTGTGTGCTTCTGTCACAACAC
	GAAGGTCGGAGTCAACGGATTGGTGTGTGCTTCTGTCACAACAT
	TTACATAGCCCATAAAAGCATCTTAAACTAG

	fs85.0
	GAAGGTGACCAAGTTCATGCTGAGAGTTCAAGTCACATTGCAAGG
	GAAGGTCGGAGTCAACGGATTTGAGAGTTCAAGTCACATTGCAAGT
	GCCGAAAAATCTTCATTGGAACTTGATG

	fs85.6
	GAAGGTGACCAAGTTCATGCTGTAATTTGTCTAAGTCAAACTATATGACATAT
	GAAGGTCGGAGTCAACGGATTGTAATTTGTCTAAGTCAAACTATATGACATAA
	CTTTTCTTTAGGACTAATTTATTTAGGCCTTTAATT



	Table S3 Genotype identification of fruit rind color in the 45 eggplant germplasm resources 

	Number
	Variety Name
	Fruit color
	Genotype

	1
	SmL544
	green
	green

	2
	SmL151
	green
	green

	3
	SmL312
	green
	green

	4
	SmL31T
	green
	green

	5
	SmLA11
	green
	green

	6
	SmL111
	green
	green

	7
	SmLY11
	green
	green

	8
	SmL166
	green
	green

	9
	SmLCQD
	green
	green

	10
	SmLFZ11
	green
	green

	11
	SmLXD1
	green
	green

	12
	SmL118
	green
	green

	13
	SmL101
	green
	green

	14
	SmL137
	green
	green

	15
	SmL53
	green
	green

	16
	SmL708
	green
	green

	17
	SmLNY
	green
	green

	18
	SmL860
	green
	green

	19
	SmLG81
	green
	green

	20
	SmLG77
	green
	green

	21
	SmL233
	green
	green

	22
	SmL314
	green
	green

	23
	SmLG89
	green
	green

	24
	SmL522
	green
	green

	25
	SmL342
	green
	white

	26
	SmL266
	green
	white

	27
	SmL211
	green
	white

	28
	SmL138
	green
	white

	29
	SmB539
	white
	white

	30
	SmB540
	white
	white

	31
	SmB546
	white
	white

	32
	SmB541
	white
	white

	33
	SmB545
	white
	white

	34
	SmB531
	white
	white

	35
	SmB061
	white
	white

	36
	SmBG40
	white
	white

	37
	SmB326
	white
	white

	38
	SmB223
	white
	white

	39
	SmB125
	white
	white

	40
	SmB235
	white
	white

	41
	SmB079
	white
	white

	42
	SmB166
	white
	white

	43
	SmB176
	white
	white

	44
	SmB519
	white
	white

	45
	SmBY10
	white
	white



Table S4 Sequence alignment of BL01 and B1
	Type
	Sequence

	CDS Sequence of BL01
	ATGATTTGCATTGAGGATGAATTATTGGGTTGGAAAGATTTCCCAAAGGGGCTTAAAGTCCTACTTCTTGATGAAGACAGCAATTCTGCTGCTGAGATGAGATCAAGGCTTGAGAAAATGGACTACATAGTTTACTCGTTCTGTAATGAGAGTGAAGCTTTAACCGCAATCTCAAGCAAATCCGAGGGCTTTCATGTTGCCATTGTGGAGGTAAGTGAAGGCAATAGTGATGGGGTTCTCCGATTTCTTGAAAGTGCCAAAGATCTACCAACTATAATGACATCAAATATTCATTCTCTTAGCACAATGATGAAGTGTATTGCGCTGGGAGCAGTTGAGTTCCTTCAGAAACCATTGTCAGATGATAAACTCAAAAATATATGGCAGCATGTGGTTCACAAGGCATTCAATTCTAGAAAGGATGTGTCCAGATCGCTTGATCCGGTAAAAGAATCTCTCCTCTCAATGCTACAGCTAAAACCAGCAAAGGATGAAGCAGATGACAAAAATTCAAATCGAATAGAACCTCTCACTGCAATTGCGGAAAGCAACACCGAACAGTTATCGGGCTGTGATAAATACCCTGCTCCCTCAACCCCACAATTGAAACAAGGAGTGCGGTCGGTGGATGATGGTGATTGCCATGATCATACTATCTTCTCAACTGACCAAGACAGTGGTGAGCATGATGGTGACACTAAATCTGTCGAAACTACATATAACAATTCACTTGCTGAGAATACTGTCCAAACAAGTCCTCCTGGACAACAAGGAGAGAGAATCTTGAAAGAGGAGAATGTTTCATCTCCTCATCAAAAGATGGAGGCTAATATTGCTACCTCTTCTCAAAGTAATGACTGCCCTGACAGTAGCATTAGTCATTCTGCGGAACCTAGTAAAGCATCTGGTCCTCATAGTTCAAGTGGGACTAAATCCAATAAGAAGAAGTTGAAGGTAGATTGGACACCTGAACTACACAAGAAGTTCGTTCAAGCAGTAGAGCAACTCGGTATAGATCAAGCCATTCCTTCTCGAATACTGGACCTGATGAAAGTAGAGGGCTTAACAAGACATAATGTAGCTAGCCATCTCCAGAAATACAGAATGCATCGGCGGCAACTTTTGCCAAAGGAAGTGGAAAGGAGATGGCCTCATCCACAACCTAGAGATTCAGTACAAAGGAGTTACTATCCTCATAAACCTATCATGACGTTCCCACCTTATCATTCTAATCATGTCGCCCCAGGTGGTCAATTTTGTCCTGGTTGGTTACCACCAGCAAGTTGTCCGAATGGTTTACAAGTATGGGGTTCACCATACTATCTGGGATGGAAGCCTGCAGAAACTTGGCACTGGACTCCTCAACCAGGGCTACATGCTGATACATGGGGCTCCCCTGTCATGGCGTCATCATTTGGATCATATCCACCATATCCTCAGAATGCTGGAGTGTACCAGCCTCACGGAATGCATAGCAGATATAGCATGCTAGAGAAGTCGTTTGATCTTCACCCGACAGAGGAGGTGATTGATAAAGTAGTAAAGGAGGCAATAACCAAACCATGGTTACCACTTCCGTTGGGCCTAAAACCTCCTTCCACGGAGGGCGTTCTCGACGAACTTTCTAGACAAGGGATCTCAACCGTCCCTCCACAAATCAATTGTCGGAGATGA

	CDS Sequence of B1
	ATGATTTGCATTGAGGATGAATTATTGGGTTGGAAAGATTTCCCAAGGGGGCTTAAAGTCCTACTTCTTGATGAAGACAGCAATTCTGCTGCTGAGATGAGATCAAGGCTTGAGAAAATGGACTACATAGTTTACTCGTTCTGTAATGAGAGTGAAGCTTTAACCGCAATCTCAAGCAAATCCGAGGGCTTTCATGTTGCCATTGTGGAGGTAAGTGAAGGCAATAGTGATGGGGTTCTCCGATTTCTTGAAAGTGCCAAAGATCTACCAACTATAATGACATCAAATATTCATTCTCTTAGCACAATGATGAAGTGTATTGCGCTGGGAGCAGTTGAGTTCCTTCAGAAACCATTGTCAGATGATAAACTCAAAAATATATGGCAGCATGTGGTTCACAAGGCATTCAATTCTAGAAAGGATGTGTCCAGATCGCTTGATCCGGTAAAAGAATCTCTCCTCTCAATGCTACAGCTAAAACCAGCAAAGGATGAAGCAGATGACAAAAATTCAAATCGAATAGAACCTCTCACTGCAATTGCGGAAAGCAACACCGAACAGTTATCGGGCTGTGATAAATACCCTGCTCCCTCAACCCCACAATTGAAACAAGGAGTGCGGTCGGTGGATGATGGTGATTGCCATGATCATACTATCTTCTCAACTGACCAAGACAGTGGTGAGCATGATGGTGACA─TAAATCTGTCGAAACTACATATAACAATTCACTTGCTGAGAATACTGTCCAAACAAGTCCTCCTGGACAACAAGGAGAGAGAATCTTGAAAGAGGAGAATGTTTCATCTCCTCATCAAAAGATGGAGGCTAATATTGCTACCTCTTCTCAAAGTAATGACTGCCCTGACAGTAGCATTAGTCATTCTGCGGAACCTAGTAAAGCATCTGGTCCTCATAGTTCAAGTGGGACTAAATCCAATAAGAAGAAGTTGAAGGTAGATTGGACACCTGAACTACACAAGAAGTTCGTTCAAGCAGTAGAGCAACTCGGTATAGATCAAGCCATTCCTTCTCGAATACTGGACCTGATGAAAGTAGAGGGCTTAACAAGACATAATGTAGCTAGCCATCTCCAGAAATACAGAATGCATCGGCGGCAACTTTTGCCAAAGGAAGTGGAAAGGAGATGGCCTCATCCACAACCTAGAGATTCAGTACAAAGGAGTTACTATCCTCATAAACCTATCATGACGTTCCCACCTTATCATTCTAATCATGTCGCCCCAGGTGGTCAATTTTGTCCTGGTTGGTTACCACCAGCAAGTTGTCCGAATGGTTTACAAGTATGGGGTTCACCATACTATCTGGGATGGAAGCCTGCAGAAACTTGGCACTGGACTCCTCAACCAGGGCTACATGCTGATACATGGGGCTCCCCTGTCATGGCGTCATCATTTGGATCATATCCACCATATCCTCAGAATGCTGGAGTGTACCAGCCTCACGGAATGCATAGCAGATATAGCATGCTAGAGAAGTCGTTTGATCTTCACCCGACAGAGGAGGTGATTGATAAAGTAGTAAAGGAGGCAATAACCAAACCATGGTTACCACTTCCGTTGGGCCTAAAACCTCCTTCCACGGAGGGCGTTCTCGATGAACTTTCTAGACAAGGGATCTCAACCGTCCCTCCACAAATCAATTGTCGGAGATGA

	Protein sequence of BL01
	MICIEDELLGWKDFPKGLKVLLLDEDSNSAAEMRSRLEKMDYIVYSFCNESEALTAISSKSEGFHVAIVEVSEGNSDGVLRFLESAKDLPTIMTSNIHSLSTMMKCIALGAVEFLQKPLSDDKLKNIWQHVVHKAFNSRKDVSRSLDPVKESLLSMLQLKPAKDEADDKNSNRIEPLTAIAESNTEQLSGCDKYPAPSTPQLKQGVRSVDDGDCHDHTIFSTDQDSGEHDGDTKSVETTYNNSLAENTVQTSPPGQQGERILKEENVSSPHQKMEANIATSSQSNDCPDSSISHSAEPSKASGPHSSSGTKSNKKKLKVDWTPELHKKFVQAVEQLGIDQAIPSRILDLMKVEGLTRHNVASHLQKYRMHRRQLLPKEVERRWPHPQPRDSVQRSYYPHKPIMTFPPYHSNHVAPGGQFCPGWLPPASCPNGLQVWGSPYYLGWKPAETWHWTPQPGLHADTWGSPVMASSFGSYPPYPQNAGVYQPHGMHSRYSMLEKSFDLHPTEEVIDKVVKEAITKPWLPLPLGLKPPSTEGVLDELSRQGISTVPPQINCRR*

	Protein sequence of B1
	MICIEDELLGWKDFPRGLKVLLLDEDSNSAAEMRSRLEKMDYIVYSFCNESEALTAISSKSEGFHVAIVEVSEGNSDGVLRFLESAKDLPTIMTSNIHSLSTMMKCIALGAVEFLQKPLSDDKLKNIWQHVVHKAFNSRKDVSRSLDPVKESLLSMLQLKPAKDEADDKNSNRIEPLTAIAESNTEQLSGCDKYPAPSTPQLKQGVRSVDDGDCHDHTIFSTDQDSGEHDGDINLSKLHITIHLLRILSKQVLLDNKERES*




