Pedigree reconstruction and population structure using SNP markers in Gir cattle
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Online Resource 2 Distribution of 1,810 SPNs common in all four different chips
(GeneSeek Genomic Profiler Indicus (GGPi) with 35K and 50K, GGPi-LD BeadChip,

and Bovine HD) along the 29 autosomal chromosomes
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