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‘Axiom ProbeSets genotype calls for selected lines in the region of interest on chromosome 2A
Calls matching NSRPand = green; Avocet S = yellow; Heterozygote Call = light blue; No Call = grey; Null = maroon
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Physical Position on Chromosome 2A (IWGSC RefSeq v1.0)
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Genotype calls generated by Aiom Analysis Suite and plotted in R Studio using ggplot2
~Only one source of RIL#157 and RIL#163 respecively is included here s the 2014 and 2019 sources were identical
“Putative order of SSR and KASP interval markers in NSRPans.

Horizontal line indicates the breakpoint of the translocated segmentin NSRPan4




