a 125+ b n=186 n =946 n =527 n=23819
o}
@ 7.5
- 100 gl 8
S 1%
8 =
5 2
> o
5 757 g 5o @) 6
= & 5.0
.5 s O g
9 2
& o
g 50+ @ €] %
€ =
8 @ 2.5+
& 254 £
o
o ; e L 3
0+ 0.0 g
T T T T T T T T
Cell line BT594 BT594 BT972 BT972 BT972 @Q (&Q ‘{\\(\
Compound JMS-038  JMS-053  JMS-038  JMS-053  JMS-053 %& @‘0 ,LOP
Duration 5 min 5 min 5 min 5 min 30 min 5 <2 o_,’\
@ @ A
Cc Phospho-peptide enrichment d Phospho-protein enrichment
Short term (5 min) Long term (30 min) Short term (5 min) Long term (30 min)
BT972 BT594
BTO72 BTO72 BT594
BT972
BT594 . BT594
e Axonogenesis & Neurogenesis Cytoskeleton Cell Motility Cell-Cell Microtubule
n = 284 proteins Reorganization n = 222 proteins Junction Organization
n = 190 proteins n = 161 proteins n =211 proteins
' ROBOT | NAV3 | ROBOT | ' HEPACAM
L) _ NAV3 () TTBK2 ) NAV3 () TJP1
® A ) TTBK2 | TJP1 ° @ [TBK2 | o |aHnak | @
SOX6 MAP1A o TJP1 = CLASP1
./ ‘«Q TUBB2A @ HIP1R v. TUBB2A é PEAK1 @
77 . 0OSBP2 PED4D . STK39 CTNND1
® L) - @ ° L Gene Set Size
o ® o L o o0—>0O
K ® ® ® 5 500
@ (] Enriched Gene Set
L (FDR < 0.05)
@ L ] @ Primary
o o L ) @ Recurrent
@ Both
f Peptide Phosphorylation post-PTP4A inhibition in recurrent GBM: g9 Peptide Phosphorylation post-PTP4A inhibition in recurrent GBM:
ROBO1-SRGAP-CDC42 Signaling WNT Signaling
ROBO1 SRGAP1 SRGAP3 APC CTNNB1
S 44 6 6.4 S 6.4
D 40 STh20 62 ST ZY 76
S 40 6.0 [1027-1046) 263 $1100 S352
> S1162 58 S 262
2 38 4 P £% 61 74
5 16 +5407 5.6 28
- 5.4 5 £ 60 7.2
8  CDC42EP1 CDC42EP3 CDC42BPB g E € g E €
° c c
® 54 § © 8 S © 8
a S1643 ° _——= ©
e 5.2 JMS-053 JMS-053
S 5.0
S a8 :
& 46 s 6.25!
S £ £ S £ £ ° £ £
£ E E £ E E £ E E
o w o o w o o wn o
o e} o ___® o ___®
JMS-053 JMS-053 JMS-053



