Table S2. Genomic parameters of LAGs recovered in this study.
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Group Genome Name Match to Lake Baikal llumina MAG (>99% ANI)  cMAG " ontig ) > T%°  Intergenic _ GTDB Taxonomy
Contigs ¢ Proteins  Protein Size Density (%) ) )
Size(bp) Size(bp) pacer (bp)
Baikel 1600m-PB-GL Baikal-deep-G12 / Balkal-deep G2 886,49 [ 733,25 2,083 553 4622 %0 5235 ) T_Bacteriap. es_UBA2999;¢_12-FULL67-14b;s _ topology and ANT
kal idimicrobia Baikal-deep-G23 = 2144435 g 1670992 6,563 583 2,139 3088 31 93 778 13 d_Bacteria;p_| - iajo_IMCC26256;1_IMCC26256:8_js__ topology and ANI
kal Baikal-G2 / Acidimicrobiia Baikal-deep-G22 ~ 2,083,303 1 823156 19,788 533 2,263 2817 255 93 9%.6 27 d_Bacteriaip_/ - - IMCC26256:f_§ e topology and ANI
ca. I b i Kal-deep- ~ 1215619 6 75322 3,12 21 1263 3007 15 95 798 00 d_Bacteriap. - o n _ topology and ANI
Ca. Planktophila-Baikal1600m-PB-G5 Ca. Planktophila Baikal-deep-G30 - 1488997 10 38832 15501 481 1,49 303.1 12 9 812 05 W o 1 o - topology and ANI
ca. phila-Baikal ~ 1,101,001 6 389753 47,718 461 1519 2082 2% 87 59.7 03 d_Bacteriaip_ - | 1 W - topology and ANI
ca phila-Baikal 7 - 1302135 7 414753 11918 475 1513 2573 20 91 747 11 d_Bacteria;p_ = | 1 = topology and ANI
ikal = 1480891 15 281918 8373 520 1641 2706 1 9 722 09 d_Bacteria;p_/ . . . UBA3006;5_ topology and ANI
Baikal1600m-PB-G9 2,010,927 17 443986 8749 477 2,078 3020 20 o4 86.4 47 d_ Bacteriajp_ W w o . BACL27is_ topology and ANI
kal 10 ikal-deep-G17 2,120,470 3 1629087 59,052 511 2,106 3190 17 % 97.9 13 d_Bacteriajp_Acti otaze_Acidii » ] UBA2093;5_ topology and ANI
kal 11 ~ 2183118 7 8148% 20138 s12 2,192 3117 18 95 979 13 d_Bacteria;p_/ iota;c_Aci . . UBA2093;5_ topology and ANI
11600m-PB-G12 Ca. Nanopelagicales Baikal-deep-G14 ~ 238573 1 855,656 9,998 578 2432 2923 28 2 947 05 d_Bacteria;p_J - ! __S36-B12;_GCA-2737125;5_ topology and ANI
Baikal1600m-PB-G13 ~ 1654748 7 990038 9,697 464 1,743 2907 2 03 842 00 d_Bacteriajp_Acti - | 1 i . QYPTOLs_ topology and ANI
kall a ~ 1131806 12 238295 23381 441 1261 2763 17 03 665 47 d_Bacteriz;p_J iotajc_/ 1 1 . UBA7398;s_ topology and ANI
kal Kal-d - 1630020 3 810662 119,520 681 1716 2709 39 86 899 09 d_Bacteria;p_ Actinobacteriota;c__Thermoleophilia;o__Ga0077560;f _Ga0077560;g_SYFIOL;s_ topology and ANI
al ia Baikal-deep-G21 Yes 2,256,336 1 = = 635 2,266 309.1 2 9 984 04 d_Bacteriaip_ 2 _Gaiellales;f_| 1498 _| s topology and ANI
Actinobacte Williamsia-Baikal1600m-PE-G17 - 636428 19 1994645 24875 647 6233 3018 55 89 8.2 13 d_Bacteriap i Williamsia;s_ Williamsia muralis topology and ANI
i 18 2,750,257 31 7,627 16830 606 3,207 2301 7 81 67.07 083 d_Bacteria;p_| asc_f ia0_ , s topology
19 Kal-d 3,427,791 9 1497302 25026 616 3310 2957 61 86 9851 199 d_Bacteria;p_{ - . _ s topology
Alphaproteobacteria  Ca. Fonsibacter-Baikal1600m-P-G20 Ca. Fonsibacter Baikal-deep-G36 ~ asan 4 627002 5403 291 1,069 2779 4 95 7547 o d_Bacteriajp_| » i = Fonsibacteris__ topology and ANI
i i PB-G21 ys Baikal-deep-G38 / Baikal-deep-G61 2,738,833 15 61811 9,688 621 2,7% 2875 59 89 86.33 079 d__Bacteriaip_| » | = N s topology and ANI
yranella-gaikal 2 ~ 5073586 16 1529917 90,289 657 5472 2756 2 % 84.93 4.96 d_Bacteria;p_| - i S o _ topology and ANI
23 - 4847097 30 780,725 20618 648 4,935 2844 68 87 95.28 2.69 d_Bacteria;p - 22-¥Ce860;5_ topology and ANI
el ikal-deep-G73 T 167540 10 367,283 40,083 315 1619 3251 fm E3 877 0 d_Bacteria;p_Bacteroidota;c_UBAL0030;0_UBAL0030;{_UBABAOL;g__SXSIOL;s_SXSIOL sp005792285 topology and ANI
cre -Baikal1600m-PB-G25 ~ 1,234,606 1 363288 40314 380 13160 2809 3 % 5177 162 d_Bacteriaip_| . Bacteroidiajo_| iales;f_Crocinitomi . UBASS2;s_ topology and ANI
Chiti ikal1600m-PB-G26 ~ 1885910 2 1,086,709 799,201 350 1,79 3246 a 03 95.44 0.49 d_Bacteriap_| - idiaio_Chi e VBASOLis_ VBASO1 5p004322425 topology and ANI
Chioroflexi Kal1600m-PB-G27 1,315,299 11 486992 40,178 622 1,283 3037 5 89 503 182 d_Bacteriap_C - UBAL1657;¢_BDLs taxonomic novelty determined using RED
3,381,930 a1 247,617 10406 596 3,685 2506 80 8 503 083 d_Bacterizip__| 7 | Tales;f_SGB-41ig_s_ taxonomic novelty determined using RED
PB-G29 ia Baikal-deep-G89 ~ 2,746,740 1 863158 15539 630 2,865 2931 2 02 96.76 278 d_Bacteriajp - | _S68-39;g RBG-1 2 topology and ANI
Baikal-deep-G142 ~ 2053671 12 50623 36921 457 2,056 2782 87 85 95.26 127 d_Bacteriaip_| - iaio_| ! topology and ANI
kal1600m-PB-G31 Kal-deep-G83 - 1,302,697 3 641,110 298,451 358 1,403 289.1 15 % 956 0 d_Bacteriajp topology and ANI
G Baikal1600m-PB-G32 Yes 962557 1 962,557 962,557 37 1,047 2777 20 %2 730 13 d_Bacteriaip_Patescibacteriaic_Andersenbacteria;o__UBAI0180;__UBAI0180;g_HO2-45-11b;s__ taxonomic classification defined by topology and ANI
ca Baikal1600m-PB-G33 Baikal-deep-G197 ~ 91900 7 231563 6913 243 1,000 2637 a9 87 515 18 d_Bacteriajp_Patescibacteriaic_ Gracilibacterizjo__UBA1369;f_UBA1369;g_ PALSA-1335;s_ taxonomic classification defined by topology and ANI
Ca. Levybacteria-Baikal bacteria Baikal-deep Yes 907,563 1 907,563 907,563 320 845 3238 39 2 654 00 d_Bacteria;p_Patescil - L _UBA12049;g_s_ taxonomic classification fully defined by topology
ca kal-deep-G184 ~ 1059132 6 755885 3,509 07 1,097 2701 7 85 787 00 d__Bacteria;p_Patescibacteriaic_Paceibacteriajo__UBA9983;f__UBAI1359_Aig_js_ taxonomic classification defined by topology and ANI
ca PB.G36 Baikal-deep-G200 Yes 582052 1 s82052 582052 95 651 2608 as 89 561 00 d__Bacteriajp__Patescibacteriaic__Paceibacteriajo__UBAG257,f__UBAL1618g_js__ taxonomic classification defined by topology and ANI
ca. i PB-G37 Yes 583336 1 583336 583,336 493 635 2703 27 %0 753 00 d_Bacteriajp_Patescibacteriaic_ Paceibacteriajo_UBA9983;f_UBA2163;g_C7867-00Lis_ taxonomic classification defined by topology and ANI
ca Kal-deep Yes 803329 1 803329 803329 535 882 265.1 2 89 686 00 d_Bacteriajp_Patescibacteriaic_Paceibacteria;o_UBA9983;_UBA2163;g_UBAL0103;s_ taxonomic classification defined by topology and ANI
ca ~ a64636 s 205777 54579 35 563 2333 a7 87 531 00 d_Bacteria;p_Patescibacteriaic_Paceibacteria;o_ UBA9983;f_UBA9973;g_ UBA9973;s_ taxonomic classification defined by topology and ANI
ca PB-G40 Baikal-deep-G185 S s2655 s 171467 16,160 383 617 2506 103 81 669 00 d_Bacterizip_| - Paceil . UBA99B3;f_2 i . C7867-006i5_ taxonomic classification defined by topology and ANI
ca i PB-G41 - e 4 380,661 64,066 377 768 2258 65 8 649 00 d_Bacteriajp__Patescibacteriaic_Paceibacteria;o__UBA9983;f_UBAS272;g_UBALL7O%s_ taxonomic classification defined by topology and ANI
ca 2 ia Baikal-deep-G202 ~ 5871 2 ass322 73,009 394 639 2093 a6 87 760 00 d_Bacteriajp_| a __UBA9983;f_ P taxonomic classification fully defined by topology
ca Kal-deep-G189 Yes 754737 1 750737 754737 392 748 3082 27 2 n7 00 d_Bacteria;p_Patescibacteriac__Paceibacteriajo_UBA9983;f__UBA11359;8_SCTVOL;s__ taxonomic classification defined by topology and ANI
Patescibacteria Ca. Peribacteria-Baikal1600m-PB-G44 Yes 1,119,680 1 1119680 1119680 517 1,085 3251 a3 2 828 10 d_Bacterizzp_| o i o 2-02-FULLS1-10;5_ taxonomic classification defined by topology and ANI
ca Baikal 1600m-PB-G45 ~ 571,20 7 142366 40134 406 670 2436 45 87 55.0 19 d_Bacteriajp_| . . AWTP13Lig_ss_ taxonomic classification defined by topology and ANI
ca. ibacteria-Baikal Baikal-deep-G192 Yes 724,586 1 720506 724586 462 733 2829 a8 87 656 00 d_Bacteriajp_Patescibacteriaic_Saccharimonadiaio_f_ig_is_ taxonomic novelty determined using RED
ca. kal 7 ~ 699520 8 116516 35645 453 887 2250 a7 87 603 00 d_Bacteriajp . _ x _2011-6WC2-44-17;5_ ANI
ca Baikall600m-PB-G4f  Staskawiczbacteriaceae Baikal-deep-G187 - sum0m 2 500723 21319 383 599 2280 37 87 567 00 d_ Bacteriajp_| P i _ O1-FULL38-12bjs_ taxonomic classification defined by topology and ANI
Baikal1600m-PB-G49 ibacteria Baikal-deep-G193 Yes 737753 1 737,755 737,753 537 833 2625 a % 713 00 d_ Bacteriaip jo_if_ig_s taxonomic novelty determined using RED
i Baikal-deep-G161 ~ 4600205 10 1108979 41,480 555 4,068 3376 61 % 97.24 114 d_Bacteria;p_| ] . , s taxonomic novelty determined using RED
1 Kal-deep-G173 ~ 4632407 21 804740 45209 528 3,988 3367 7 88 93.18 114 d_Bacteriajp_| o . e SYLGOLs__ topology and ANI
kal 6,369,109 75 432859 3,160 596 5,345 388 %2 89 7796 225 d_ Bacteria;p_| i | f _SXKIOLs__ topology and ANI
rzinella-Baikal1600m-PB-GS3 Baikal-deep-G171 5,219,492 29 457339 54645 585 482 3071 93 86 7529 455 d_Bacteriaip topology and ANI
il Baikal-G1 / Nitrosarchaeum Bakal-deep-G181 = 1280083 4 793988 9,722 324 155 2827 a3 89 99.03 243 haeap_T! | 7 ! topology and ANT
Kal1600m-PB-G55 Kal-deep-G180 ~ 1285765 2 760480 481285 333 1520 236 a % 99.03 097 d_Archaea;p_T ! _ topology and ANI
“Baika! 1600m-PB-G56 T a6237 33 507,209 33476 sa4 4,879 2712 68 86 7791 3.07 d_Bacteriaip_Verrucomicrobiotaic_Verrucomicrobiag;o_ Vs UBAI315;s__ topology and ANI




