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SUPPLEMENTARY FIGURE LEGENDS

Figure S1. Depletion of BAP1 or BRCA1 does not alter cell cycle progression in
mesothelioma cell lines

A. MSTO-211H (left) and NCI-H2452 (right) cells were either mock-depleted or depleted with
siRNAs against BRCA1 or BAP1 for 72 h, or by induction of an shBRCA1 sequence for 48 h
as indicated. Cells were then fixed, stained with propidium iodide and analysed by flow
cytometry. The % cells in G2/M are indicated. Data are expressed as means +S.D. (n=3). B.

Representative flow cytometry profiles from which % G2/M populations shown in A are taken.

Figure S2. BAP1 depletion leads to mitotic progression defects and loss of SAC
integrity

A. MSTO-211H and NCI-H2452 were either mock-depleted or depleted of BAP1 or BRCA1
as described in Fig. S1A. Cells were stained with antibodies against CENP-A (red); DNA was
stained with Hoechst 33258 (blue). Cells in metaphase are indicated and illustrate examples
of misaligned chromosomes as quantified in Figure 2B. B. Cells treated as in A were stained
with antibodies against CENP-A (red); DNA was stained with Hoechst 33258 (white).
Examples of interphase cells with micronuclei (left) and multinucleated cells (right) are shown
as quantified in Figure 2C & D. C. MSTO-211H cells depleted of BAP1 or BRCA as described
in A and then either untreated or treated with vinorelbine for 24 hours were analysed by
Western blot with antibodies against BUBR1 and a-tubulin. D. Cells depleted of BAP1 or
BRCA1 as in A were then treated with vinorelbine for 24 hours before being fixed and stained
with antibodies against BUBR1 (green); DNA was stained with Hoechst 33258 (red). Scale
barsin A,Band D, 5 um.

Figure S3. Loss of BAP1 regulates spindle organization through KIF18 proteins

A. MSTO-211H cells were mock-depleted or depleted of BAP1 for 48 h prior to transfection of
GFP-KIF18B for 24 h. Cells were then analysed by immunofluorescence microscopy with
antibodies against a-tubulin (green). Merge images include DNA stained with Hoechst 33258
(blue). Magnified views of astral microtubules are shown and represent examples of images
from which astral microtubule volumes shown in in Figure 6E were quantified. Scale bar, 5
um. B. Spindle lengths were calculated based on pole-to-pole distances from MSTO-211H
cells treated as in A. Data are expressed as means +S.D. (n=3). C. Lysates were prepared
from parental NCI-H226 cells or NCI-H226 cells stably expressing wild-type BAP1 (+BAP1)
and Western blotted with antibodies against BAP1, KIF18A or a-tubulin.
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