Development of prognosis and diagnosis model for osteosarcoma based on oxidative stress-related genes
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Supplementary

	


Supplementary Table 1 79 osteosarcoma prognostic-associated candidate OS genes 
	Gene
	HR
	z
	HR.95L
	HR.95H
	pValue

	TBXA2R
	1.53
	2.64
	1.12
	2.1
	0.01

	HGF
	0.45
	-2.43
	0.24
	0.86
	0.02

	ADRB1
	2.08
	3.01
	1.29
	3.34
	0

	EPHA3
	0.69
	-2.49
	0.52
	0.92
	0.01

	GAL
	1.7
	4
	1.31
	2.21
	0

	PABPC1
	1.73
	2.1
	1.04
	2.89
	0.04

	ACADVL
	2.67
	2.62
	1.28
	5.56
	0.01

	SCARB1
	1.56
	2.63
	1.12
	2.17
	0.01

	ACTB
	0.29
	-3.21
	0.13
	0.62
	0

	APOB
	27.06
	2.26
	1.55
	472.87
	0.02

	FTL
	0.56
	-2.12
	0.33
	0.96
	0.03

	MMP2
	0.71
	-2.01
	0.51
	0.99
	0.04

	PXN
	0.37
	-2.86
	0.18
	0.73
	0

	BLVRB
	0.56
	-2.48
	0.35
	0.88
	0.01

	CRAT
	0.43
	-3.03
	0.25
	0.74
	0

	SCD
	1.49
	2.62
	1.11
	2.01
	0.01

	NCF4
	0.66
	-2.08
	0.45
	0.98
	0.04

	NDRG1
	1.4
	2.07
	1.02
	1.91
	0.04

	PIK3CG
	0.33
	-2.09
	0.12
	0.93
	0.04

	OGDH
	0.23
	-3.58
	0.1
	0.52
	0

	NUDT1
	1.67
	2.16
	1.05
	2.67
	0.03

	TGFBR1
	0.49
	-2.14
	0.26
	0.94
	0.03

	LOX
	1.91
	3.16
	1.28
	2.85
	0

	MAPKAPK3
	0.49
	-2.35
	0.27
	0.89
	0.02

	GPX7
	2.4
	2.79
	1.3
	4.44
	0.01

	MFN2
	0.26
	-2.58
	0.09
	0.72
	0.01

	FAAH
	1.55
	2.36
	1.08
	2.24
	0.02

	CYP20A1
	1.98
	2.02
	1.02
	3.83
	0.04

	KCNJ5
	0.22
	-2.8
	0.07
	0.63
	0.01

	EPHX2
	2.08
	2.37
	1.14
	3.81
	0.02

	CAT
	0.32
	-3.12
	0.16
	0.66
	0

	PTGIS
	1.47
	2.37
	1.07
	2.02
	0.02

	VASP
	0.48
	-2.29
	0.25
	0.9
	0.02

	BMP2
	1.4
	2.25
	1.04
	1.87
	0.02

	ATF4
	2.39
	2.4
	1.17
	4.86
	0.02

	APOE
	0.77
	-2.08
	0.6
	0.98
	0.04

	ATG4D
	1.82
	2.09
	1.04
	3.2
	0.04

	GFAP
	3.49
	2.25
	1.17
	10.39
	0.02

	PPARG
	0.47
	-3.14
	0.29
	0.75
	0

	CD36
	1.51
	2.5
	1.09
	2.08
	0.01

	CYP27A1
	0.57
	-2.63
	0.38
	0.87
	0.01

	TOR1A
	0.24
	-2.67
	0.08
	0.68
	0.01

	MYC
	2.21
	3.87
	1.48
	3.31
	0

	CASP1
	0.57
	-2.13
	0.34
	0.96
	0.03

	SLC7A1
	2.12
	2.69
	1.23
	3.65
	0.01

	TPM1
	0.48
	-3.06
	0.3
	0.77
	0

	IGF1R
	1.42
	2.58
	1.09
	1.86
	0.01

	NOL3
	1.81
	2.49
	1.13
	2.88
	0.01

	NDUFB10
	0.45
	-2.26
	0.22
	0.9
	0.02

	PGD
	0.48
	-2.36
	0.27
	0.88
	0.02

	S100A8
	0.51
	-2.03
	0.26
	0.98
	0.04

	AGTR1
	0.59
	-2.03
	0.35
	0.98
	0.04

	NDUFB9
	1.59
	2.49
	1.1
	2.3
	0.01

	SIGMAR1
	2.16
	2.53
	1.19
	3.91
	0.01

	MMP3
	1.45
	2.07
	1.02
	2.05
	0.04

	KCNMA1
	1.61
	2.31
	1.07
	2.4
	0.02

	CBS
	3.38
	3.03
	1.54
	7.42
	0

	G6PD
	0.36
	-3.09
	0.19
	0.69
	0

	VCAM1
	0.65
	-2.52
	0.47
	0.91
	0.01

	ANXA5
	0.42
	-2.23
	0.2
	0.9
	0.03

	TERT
	3.34
	4.08
	1.87
	5.96
	0

	PSIP1
	1.87
	2.54
	1.15
	3.03
	0.01

	ALDH1A1
	0.63
	-2.18
	0.41
	0.95
	0.03

	HSP90B1
	2.59
	2.28
	1.14
	5.87
	0.02

	ITGAM
	0.5
	-2.47
	0.29
	0.87
	0.01

	CDK1
	1.8
	2.15
	1.05
	3.09
	0.03

	MSRB3
	0.51
	-2.23
	0.29
	0.92
	0.03

	ATG9B
	2.33
	2.88
	1.31
	4.15
	0

	SFXN4
	2.95
	2.96
	1.44
	6.04
	0

	MUC1
	1.44
	2.83
	1.12
	1.86
	0

	SELL
	0.59
	-2.51
	0.4
	0.89
	0.01

	ADRB3
	2.18
	2.76
	1.25
	3.78
	0.01

	MAP3K5
	0.37
	-2.7
	0.18
	0.76
	0.01

	MB
	1.16
	2.16
	1.01
	1.33
	0.03

	MSRB1
	0.34
	-2.61
	0.15
	0.77
	0.01

	UQCC3
	1.87
	2.55
	1.16
	3.03
	0.01

	MUC5AC
	152.67
	2.38
	2.44
	9562.98
	0.02

	ACAD11
	154.45
	2.57
	3.33
	7171.15
	0.01

	GH1
	10.44
	2.04
	1.1
	99.07
	0.04


Supplementary Table 2 Seven active chemicals of the OD substances 

	Mol ID
	MW
	AlogP
	Hdon
	Hacc
	OB
	Caco-2
	BBB
	DL
	FASA
	HL

	MOL001646
	282.31
	3.26
	0
	4
	34.86
	0.75
	0.17
	0.26
	0.38
	28.98

	MOL001659
	412.77
	7.64
	1
	1
	43.83
	1.44
	1.03
	0.76
	0.22
	5.34

	MOL001663
	456.78
	6.42
	2
	3
	32.03
	0.61
	0.39
	0.76
	0.22
	4.34

	MOL001670
	252.28
	3.28
	0
	3
	37.83
	0.73
	-0.13
	0.21
	0.4
	28.82

	MOL000449
	412.77
	7.64
	1
	1
	43.83
	1.44
	1
	0.76
	0.22
	5.57

	MOL000358
	414.79
	8.08
	1
	1
	36.91
	1.32
	0.99
	0.75
	0.23
	5.36

	MOL000098
	302.25
	1.5
	5
	7
	46.43
	0.05
	-0.77
	0.28
	0.38
	14.4


Supplementary Table 3 377 target genes from the SEA database for 7 active ingredients of OD 

	Query ID
	Target ID
	Affinity Threshold (nM)
	P-Value
	Max Tc
	Cut Sum
	Z-Score
	Name

	MOL000098
	3MG_HUMAN
	5
	4.53E-34
	0.6667
	0.6667
	59.4134
	MPG

	MOL000098
	A4_HUMAN
	5
	1.27E-06
	1
	4.4649
	10.1366
	APP

	MOL001646
	AADAT_HUMAN
	5
	9.74E-06
	0.2917
	0.5833
	8.547
	AADAT

	MOL000358
	ABCBB_HUMAN
	5
	3.19E-14
	0.3506
	0.3506
	23.7813
	ABCB11

	MOL000449
	ABCBB_HUMAN
	5
	1.13E-11
	0.284
	0.284
	19.201
	ABCB11

	MOL001659
	ABCBB_HUMAN
	5
	1.13E-11
	0.284
	0.284
	19.201
	ABCB11

	MOL000098
	ABCG2_HUMAN
	5
	8.36E-18
	1
	8.5801
	30.2097
	ABCG2

	MOL001670
	ABCG2_HUMAN
	5
	2.02E-06
	0.3265
	3.0334
	9.7724
	ABCG2

	MOL001670
	ACES_HUMAN
	5
	1.06E-08
	0.35
	13.5075
	13.8679
	ACHE

	MOL001646
	ACES_HUMAN
	5
	3.57E-10
	0.3571
	15.6853
	16.5117
	ACHE

	MOL001663
	AK1BA_HUMAN
	5
	1.47E-26
	1
	3.9034
	45.9289
	AKR1B10

	MOL000098
	AK1BA_HUMAN
	5
	1.06E-07
	0.5952
	1.0725
	12.0737
	AKR1B10

	MOL000098
	AKT1_HUMAN
	5
	0.5833
	1
	1.7026
	-0.3463
	AKT1

	MOL001670
	AL3A1_HUMAN
	5
	2.67E-11
	0.3469
	0.913
	18.5324
	ALDH3A1

	MOL000098
	ALDR_HUMAN
	5
	6.85E-11
	1
	5.7564
	17.7987
	AKR1B1

	MOL000098
	ALK_HUMAN
	5
	0.2734
	1
	1.4773
	0.4399
	ALK

	MOL000098
	AMY1A_HUMAN
	5
	1.58E-19
	0.375
	0.375
	33.3068
	AMY1A

	MOL000358
	ANDR_HUMAN
	5
	5.55E-16
	0.4921
	17.8863
	26.8664
	AR

	MOL000449
	ANDR_HUMAN
	5
	8.88E-16
	0.4921
	17.6866
	26.5422
	AR

	MOL001659
	ANDR_HUMAN
	5
	8.88E-16
	0.4921
	17.6866
	26.5422
	AR

	MOL000098
	ANTR2_HUMAN
	5
	1.82E-20
	0.3261
	0.3261
	34.9912
	ANTXR2

	MOL001670
	ANTR2_HUMAN
	5
	6.74E-19
	0.3
	0.3
	32.1732
	ANTXR2

	MOL001646
	ANTR2_HUMAN
	5
	2.32E-19
	0.3077
	0.3077
	33.0041
	ANTXR2

	MOL000098
	AOFA_HUMAN
	5
	1.39E-11
	1
	9.4992
	19.0405
	MAOA

	MOL001670
	AOFA_HUMAN
	5
	1.32E-06
	0.3778
	5.4356
	10.1054
	MAOA

	MOL001670
	APAF_HUMAN
	5
	1.29E-11
	0.3929
	2.7389
	19.0995
	APAF1

	MOL001670
	AOFB_HUMAN
	5
	1.33E-12
	0.4103
	14.883
	20.8728
	MAOB

	MOL001646
	ARY1_HUMAN
	5
	9.87E-09
	0.2807
	0.5614
	13.9228
	NAT1

	MOL001670
	ATG4B_HUMAN
	5
	4.68E-11
	0.4848
	2.1455
	18.0957
	ATG4B

	MOL001646
	ATG4B_HUMAN
	5
	1.70E-06
	0.3333
	1.2199
	9.9084
	ATG4B

	MOL000098
	AURKB_HUMAN
	5
	0.1205
	1
	2.2693
	1.1501
	AURKB

	MOL000098
	BACE1_HUMAN
	5
	0.2119
	1
	5.2872
	0.6688
	BACE1

	MOL001670
	BRD1_HUMAN
	5
	1.68E-18
	0.3265
	2.4632
	31.4605
	BRD1

	MOL001646
	BRD1_HUMAN
	5
	5.43E-07
	0.3077
	0.8815
	10.7975
	BRD1

	MOL001670
	BRD7_HUMAN
	5
	5.43E-19
	0.3265
	1.2469
	32.3419
	BRD7

	MOL001670
	BRD9_HUMAN
	5
	2.06E-10
	0.3265
	1.5469
	16.94
	BRD9

	MOL001670
	BRPF1_HUMAN
	5
	5.90E-21
	0.3469
	4.563
	35.8675
	BRPF1

	MOL001670
	BRPF3_HUMAN
	5
	1.33E-15
	0.3208
	0.9361
	26.236
	BRPF3

	MOL000098
	BRAF_HUMAN
	5
	0.8909
	1
	1.7568
	-1.0702
	BRAF

	MOL000098
	CAH14_HUMAN
	5
	0.02729
	1
	1
	2.3471
	CA14

	MOL001646
	CAH14_HUMAN
	5
	7.66E-08
	0.3429
	3.6675
	12.3247
	CA14

	MOL000098
	CAH12_HUMAN
	5
	1.53E-05
	1
	7.8786
	8.1939
	CA12

	MOL000098
	CAH3_HUMAN
	5
	1.17E-08
	1
	1
	13.789
	CA3

	MOL000358
	CAH1_HUMAN
	5
	1.37E-10
	0.378
	20.7
	17.2607
	CA1

	MOL000098
	CAH1_HUMAN
	5
	0.9795
	1
	1.3778
	-1.5087
	CA1

	MOL000098
	CAH4_HUMAN
	5
	3.48E-14
	1
	6.3211
	23.7144
	CA4

	MOL000098
	CAH5A_HUMAN
	5
	0.0009832
	1
	1
	4.9487
	CA5A

	MOL000098
	CAH6_HUMAN
	5
	0.0003039
	1
	1
	5.8644
	CA6

	MOL000098
	CAH7_HUMAN
	5
	2.12E-11
	1
	6.3211
	18.7118
	CA7

	MOL000098
	CAH9_HUMAN
	5
	0.2708
	1
	2.5575
	0.4486
	CA9

	MOL000358
	CAH2_HUMAN
	5
	5.27E-11
	0.378
	24.5167
	18.002
	CA2

	MOL000098
	CAH2_HUMAN
	5
	0.08587
	1
	5.2074
	1.4293
	CA2

	MOL001670
	CASP2_HUMAN
	5
	1.32E-08
	0.3333
	0.6569
	13.6953
	CASP2

	MOL001670
	CASP3_HUMAN
	5
	7.22E-07
	0.4848
	5.6425
	10.5754
	CASP3

	MOL000358
	CBG_HUMAN
	5
	4.65E-34
	0.541
	2.2162
	59.3918
	SERPINA6

	MOL000449
	CBG_HUMAN
	5
	4.65E-34
	0.541
	2.2162
	59.3918
	SERPINA6

	MOL001659
	CBG_HUMAN
	5
	4.65E-34
	0.541
	2.2162
	59.3918
	SERPINA6

	MOL000098
	CBR1_HUMAN
	5
	7.50E-18
	0.4118
	0.7027
	30.2951
	CBR1

	MOL000098
	CBS_HUMAN
	5
	3.73E-36
	0.3714
	1.0222
	63.1544
	CBS

	MOL001670
	CCG8_HUMAN
	5
	6.33E-15
	0.2826
	0.2826
	25.0369
	CACNG8

	MOL001646
	CCG8_HUMAN
	5
	1.11E-15
	0.2979
	0.2979
	26.4032
	CACNG8

	MOL000098
	CCR4_HUMAN
	5
	7.33E-13
	1
	4.9511
	21.3361
	CCR4

	MOL001670
	CCR6_HUMAN
	5
	6.43E-06
	0.2881
	0.2881
	8.8705
	CCR6

	MOL000358
	CD4_HUMAN
	5
	6.80E-26
	0.3191
	0.3191
	44.7341
	CD4

	MOL001663
	CD81_HUMAN
	5
	7.37E-93
	0.7455
	0.7455
	164.9576
	CD81

	MOL000358
	CDC45_HUMAN
	5
	8.30E-37
	0.2911
	0.2911
	64.327
	CDC45

	MOL000098
	CDK1_HUMAN
	5
	0.005973
	1
	2.8038
	3.5401
	CDK1

	MOL000358
	CP17A_HUMAN
	5
	4.87E-83
	0.6786
	41.0172
	147.3278
	CYP17A1

	MOL000449
	CP17A_HUMAN
	5
	1.38E-82
	0.7091
	40.7936
	146.5169
	CYP17A1

	MOL001659
	CP17A_HUMAN
	5
	1.38E-82
	0.7091
	40.7936
	146.5169
	CYP17A1

	MOL000358
	CP19A_HUMAN
	5
	2.02E-09
	0.5312
	9.5926
	15.1601
	CYP19A1

	MOL000449
	CP19A_HUMAN
	5
	1.57E-09
	0.5556
	9.701
	15.3545
	CYP19A1

	MOL001659
	CP19A_HUMAN
	5
	1.57E-09
	0.5556
	9.701
	15.3545
	CYP19A1

	MOL000098
	CP1A1_HUMAN
	5
	6.82E-11
	1
	1
	17.8016
	CYP1A1

	MOL001670
	CP1A1_HUMAN
	5
	1.00E-06
	0.3077
	0.5934
	10.32
	CYP1A1

	MOL001646
	CP1A1_HUMAN
	5
	3.60E-10
	0.3415
	0.9295
	16.5044
	CYP1A1

	MOL000358
	CP24A_HUMAN
	5
	6.66E-16
	0.3068
	1.803
	26.8281
	CYP24A1

	MOL000098
	CP1B1_HUMAN
	5
	1.36E-45
	1
	10.2552
	80.1004
	CYP1B1

	MOL001670
	CP1B1_HUMAN
	5
	1.11E-16
	0.3333
	3.6879
	28.2053
	CYP1B1

	MOL001646
	CP1B1_HUMAN
	5
	1.51E-09
	0.325
	2.0657
	15.3859
	CYP1B1

	MOL001670
	CP27A_HUMAN
	5
	1.70E-13
	0.2941
	0.2941
	22.4736
	CYP27A1

	MOL000358
	CP27B_HUMAN
	5
	1.37E-09
	0.3
	0.3
	15.4622
	CYP27B1

	MOL000098
	CP2C8_HUMAN
	5
	9.16E-22
	1
	1
	37.3198
	CYP2C8

	MOL000098
	CP2C9_HUMAN
	5
	0.5125
	1
	2.0425
	-0.1922
	CYP2C9

	MOL000098
	CREB1_HUMAN
	5
	1.09E-29
	0.2931
	0.5788
	51.5502
	CREB1

	MOL000098
	CP1A2_HUMAN
	5
	0.09505
	1
	4.6734
	1.3463
	CYP1A2

	MOL000358
	CRYAB_HUMAN
	5
	3.77E-56
	0.7049
	0.7049
	99.0524
	CRYAB

	MOL000449
	CRYAB_HUMAN
	5
	6.39E-48
	0.6
	0.6
	84.2794
	CRYAB

	MOL001659
	CRYAB_HUMAN
	5
	6.39E-48
	0.6
	0.6
	84.2794
	CRYAB

	MOL000098
	CSK21_HUMAN
	5
	0.007685
	1
	1.7773
	3.3429
	CSNK2A1

	MOL000098
	CXCR1_HUMAN
	5
	0.001074
	1
	1
	4.88
	CXCR1

	MOL000098
	DAPK1_HUMAN
	5
	1.34E-21
	1
	1.6667
	37.0214
	DAPK1

	MOL001646
	DCOR_HUMAN
	5
	3.29E-08
	0.3061
	0.3061
	12.9844
	ODC1

	MOL000098
	DHB2_HUMAN
	5
	6.11E-07
	1
	2.9051
	10.7057
	HSD17B2

	MOL000358
	DHC24_HUMAN
	5
	7.60E-103
	0.7321
	1.6952
	182.8867
	DHCR24

	MOL000449
	DHC24_HUMAN
	5
	3.92E-96
	0.6724
	1.5836
	170.8362
	DHCR24

	MOL001659
	DHC24_HUMAN
	5
	3.92E-96
	0.6724
	1.5836
	170.8362
	DHCR24

	MOL001663
	DHI2_HUMAN
	5
	5.71E-45
	0.4776
	6.7675
	78.9809
	HSD11B2

	MOL000098
	DHPR_HUMAN
	5
	9.72E-09
	0.3095
	0.3095
	13.9348
	QDPR

	MOL001663
	DHI1_HUMAN
	5
	2.92E-09
	0.7069
	13.2364
	14.8731
	HSD11B1

	MOL001670
	DNM3A_HUMAN
	5
	1.31E-07
	0.3548
	0.3548
	11.9086
	DNMT3A

	MOL001670
	DNM3L_HUMAN
	5
	3.38E-22
	0.3548
	0.3548
	38.0971
	DNMT3L

	MOL000358
	DPOLA_HUMAN
	5
	2.22E-16
	0.5352
	1.3426
	27.5159
	POLA1

	MOL000449
	DPOLA_HUMAN
	5
	3.06E-14
	0.7121
	1.1655
	23.8121
	POLA1

	MOL001659
	DPOLA_HUMAN
	5
	3.06E-14
	0.7121
	1.1655
	23.8121
	POLA1

	MOL001663
	DPOLB_HUMAN
	5
	5.06E-21
	1
	1.35
	35.9876
	POLB

	MOL000098
	DPP4_HUMAN
	5
	0.4105
	1
	2.5392
	0.0472
	DPP4

	MOL000098
	DRD4_HUMAN
	5
	0.8162
	1
	1
	-0.8609
	DRD4

	MOL001663
	DUS3_HUMAN
	5
	0.003996
	1
	1
	3.8542
	DUSP3

	MOL001670
	E2AK1_HUMAN
	5
	1.51E-07
	0.3208
	0.6015
	11.7954
	EIF2AK1

	MOL001646
	E2AK1_HUMAN
	5
	1.44E-15
	0.4038
	1.3029
	26.2094
	EIF2AK1

	MOL000358
	EBP_HUMAN
	5
	7.44E-15
	0.4444
	1.3863
	24.9106
	EBP

	MOL000449
	EBP_HUMAN
	5
	6.97E-12
	0.4247
	1.0966
	19.5795
	EBP

	MOL001659
	EBP_HUMAN
	5
	6.97E-12
	0.4247
	1.0966
	19.5795
	EBP

	MOL000098
	ELAV1_HUMAN
	5
	3.87E-18
	1
	1
	30.8097
	ELAVL1

	MOL001646
	ELAV1_HUMAN
	5
	3.45E-06
	0.3137
	0.3137
	9.3554
	ELAVL1

	MOL000098
	ELAV3_HUMAN
	5
	3.07E-96
	1
	2.4949
	171.0251
	ELAVL3

	MOL000358
	ENPP2_HUMAN
	5
	2.23E-09
	0.3226
	3.6383
	15.0841
	ENPP2

	MOL000358
	EPHA1_HUMAN
	5
	5.97E-11
	0.5301
	0.8671
	17.9054
	EPHA1

	MOL000449
	EPHA1_HUMAN
	5
	1.87E-09
	0.4598
	0.741
	15.2217
	EPHA1

	MOL001659
	EPHA1_HUMAN
	5
	1.87E-09
	0.4598
	0.741
	15.2217
	EPHA1

	MOL000358
	EPHA3_HUMAN
	5
	8.11E-09
	0.5301
	0.8671
	14.0759
	EPHA3

	MOL000449
	EPHA3_HUMAN
	5
	1.26E-07
	0.4598
	0.741
	11.9386
	EPHA3

	MOL001659
	EPHA3_HUMAN
	5
	1.26E-07
	0.4598
	0.741
	11.9386
	EPHA3

	MOL000358
	EPHA2_HUMAN
	5
	5.60E-10
	0.5641
	4.6927
	16.1598
	EPHA2

	MOL000449
	EPHA2_HUMAN
	5
	1.36E-08
	0.4878
	4.0281
	13.6738
	EPHA2

	MOL001659
	EPHA2_HUMAN
	5
	1.36E-08
	0.4878
	4.0281
	13.6738
	EPHA2

	MOL000358
	EPHA4_HUMAN
	5
	1.46E-11
	0.5301
	0.8671
	19.0022
	EPHA4

	MOL000449
	EPHA4_HUMAN
	5
	5.59E-10
	0.4598
	0.741
	16.1614
	EPHA4

	MOL001659
	EPHA4_HUMAN
	5
	5.59E-10
	0.4598
	0.741
	16.1614
	EPHA4

	MOL000098
	EGFR_HUMAN
	5
	0.9429
	1
	2.4604
	-1.2701
	EGFR

	MOL000358
	EPHA6_HUMAN
	5
	9.15E-11
	0.5301
	0.8671
	17.5725
	EPHA6

	MOL000449
	EPHA6_HUMAN
	5
	2.69E-09
	0.4598
	0.741
	14.9364
	EPHA6

	MOL001659
	EPHA6_HUMAN
	5
	2.69E-09
	0.4598
	0.741
	14.9364
	EPHA6

	MOL000358
	EPHA5_HUMAN
	5
	1.56E-12
	0.5301
	0.8671
	20.7476
	EPHA5

	MOL000449
	EPHA5_HUMAN
	5
	8.21E-11
	0.4598
	0.741
	17.6565
	EPHA5

	MOL001659
	EPHA5_HUMAN
	5
	8.21E-11
	0.4598
	0.741
	17.6565
	EPHA5

	MOL000358
	EPHA7_HUMAN
	5
	8.22E-13
	0.5301
	0.8671
	21.2471
	EPHA7

	MOL000449
	EPHA7_HUMAN
	5
	4.75E-11
	0.4598
	0.741
	18.0843
	EPHA7

	MOL001659
	EPHA7_HUMAN
	5
	4.75E-11
	0.4598
	0.741
	18.0843
	EPHA7

	MOL000358
	EPHA8_HUMAN
	5
	5.07E-12
	0.5301
	0.8671
	19.8287
	EPHA8

	MOL000449
	EPHA8_HUMAN
	5
	2.25E-10
	0.4598
	0.741
	16.8694
	EPHA8

	MOL001659
	EPHA8_HUMAN
	5
	2.25E-10
	0.4598
	0.741
	16.8694
	EPHA8

	MOL000358
	EPHB1_HUMAN
	5
	5.97E-11
	0.5301
	0.8671
	17.9054
	EPHB1

	MOL000449
	EPHB1_HUMAN
	5
	1.87E-09
	0.4598
	0.741
	15.2217
	EPHB1

	MOL001659
	EPHB1_HUMAN
	5
	1.87E-09
	0.4598
	0.741
	15.2217
	EPHB1

	MOL000358
	EPHB2_HUMAN
	5
	1.38E-10
	0.5301
	0.8671
	17.254
	EPHB2

	MOL000449
	EPHB2_HUMAN
	5
	3.82E-09
	0.4598
	0.741
	14.6635
	EPHB2

	MOL001659
	EPHB2_HUMAN
	5
	3.82E-09
	0.4598
	0.741
	14.6635
	EPHB2

	MOL000358
	EPHB3_HUMAN
	5
	5.07E-12
	0.5301
	0.8671
	19.8287
	EPHB3

	MOL000449
	EPHB3_HUMAN
	5
	2.25E-10
	0.4598
	0.741
	16.8694
	EPHB3

	MOL001659
	EPHB3_HUMAN
	5
	2.25E-10
	0.4598
	0.741
	16.8694
	EPHB3

	MOL000358
	EPHB6_HUMAN
	5
	8.37E-10
	0.5301
	0.8671
	15.8463
	EPHB6

	MOL000449
	EPHB6_HUMAN
	5
	1.79E-08
	0.4598
	0.741
	13.4568
	EPHB6

	MOL001659
	EPHB6_HUMAN
	5
	1.79E-08
	0.4598
	0.741
	13.4568
	EPHB6

	MOL001670
	ERN1_HUMAN
	5
	5.79E-06
	0.3409
	2.4739
	8.9531
	ERN1

	MOL001670
	EST1_HUMAN
	5
	6.19E-20
	0.3929
	6.0089
	34.0353
	CES1

	MOL000358
	ESR2_HUMAN
	5
	1.11E-16
	0.4921
	17.3222
	28.0982
	ESR2

	MOL000098
	ESR2_HUMAN
	5
	1.07E-09
	0.4773
	10.181
	15.6535
	ESR2

	MOL000449
	ESR2_HUMAN
	5
	4.44E-16
	0.4921
	16.7682
	27.1328
	ESR2

	MOL001659
	ESR2_HUMAN
	5
	4.44E-16
	0.4921
	16.7682
	27.1328
	ESR2

	MOL001663
	EST2_HUMAN
	5
	7.21E-20
	0.7018
	3.8198
	33.9161
	CES2

	MOL001670
	EST2_HUMAN
	5
	6.00E-15
	0.3929
	2.8502
	25.0864
	CES2

	MOL001646
	EST2_HUMAN
	5
	7.67E-07
	0.3191
	1.2517
	10.5291
	CES2

	MOL000358
	ESR1_HUMAN
	5
	3.32E-12
	0.4921
	15.0582
	20.1581
	ESR1

	MOL000098
	ESR1_HUMAN
	5
	1.45E-06
	0.4773
	8.2612
	10.0344
	ESR1

	MOL000449
	ESR1_HUMAN
	5
	8.36E-12
	0.4921
	14.5747
	19.438
	ESR1

	MOL001659
	ESR1_HUMAN
	5
	8.36E-12
	0.4921
	14.5747
	19.438
	ESR1

	MOL000098
	FAK1_HUMAN
	5
	0.4508
	1
	1
	-0.0509
	PTK2

	MOL000358
	FGF2_HUMAN
	5
	4.53E-26
	0.5758
	1.1515
	45.0499
	FGF2

	MOL000449
	FGF2_HUMAN
	5
	4.53E-26
	0.5758
	1.1515
	45.0499
	FGF2

	MOL001659
	FGF2_HUMAN
	5
	4.53E-26
	0.5758
	1.1515
	45.0499
	FGF2

	MOL001670
	FIBB_HUMAN
	5
	1.11E-16
	0.4595
	0.4595
	28.213
	FGB

	MOL001646
	FIBB_HUMAN
	5
	1.11E-16
	0.4615
	0.4615
	28.3421
	FGB

	MOL000098
	FLT3_HUMAN
	5
	0.01269
	1
	3.4081
	2.95
	FLT3

	MOL001646
	FTO_HUMAN
	5
	1.28E-11
	0.2826
	0.2826
	19.1089
	FTO

	MOL001670
	G3P_HUMAN
	5
	1.87E-14
	0.3488
	0.9613
	24.1987
	GAPDH

	MOL001646
	G3P_HUMAN
	5
	2.49E-10
	0.3469
	0.673
	16.7909
	GAPDH

	MOL000358
	G6PD_HUMAN
	5
	1.83E-20
	0.5397
	1.3129
	34.9844
	G6PD

	MOL000449
	G6PD_HUMAN
	5
	1.83E-20
	0.5397
	1.3129
	34.9844
	G6PD

	MOL001659
	G6PD_HUMAN
	5
	1.83E-20
	0.5397
	1.3129
	34.9844
	G6PD

	MOL001670
	G6PT1_HUMAN
	5
	2.02E-19
	0.3585
	0.6805
	33.1111
	SLC37A4

	MOL001646
	G6PT1_HUMAN
	5
	5.10E-21
	0.3889
	0.7389
	35.9813
	SLC37A4

	MOL000358
	GBA2_HUMAN
	5
	7.90E-06
	0.4815
	0.963
	8.7107
	GBA2

	MOL000358
	GLI1_HUMAN
	5
	9.72E-09
	0.3095
	0.3095
	13.9348
	GLI1

	MOL000449
	GLI1_HUMAN
	5
	3.82E-09
	0.3253
	0.3253
	14.6638
	GLI1

	MOL001659
	GLI1_HUMAN
	5
	3.82E-09
	0.3253
	0.3253
	14.6638
	GLI1

	MOL000358
	GPBAR_HUMAN
	5
	9.39E-45
	0.4833
	20.442
	78.5933
	GPBAR1

	MOL001663
	GPBAR_HUMAN
	5
	2.98E-09
	1
	4.1464
	14.8567
	GPBAR1

	MOL000449
	GPBAR_HUMAN
	5
	5.25E-30
	0.4833
	13.6728
	52.1169
	GPBAR1

	MOL001659
	GPBAR_HUMAN
	5
	5.25E-30
	0.4833
	13.6728
	52.1169
	GPBAR1

	MOL000098
	GPR35_HUMAN
	5
	1.11E-10
	1
	3.0187
	17.4251
	GPR35

	MOL000098
	GRK6_HUMAN
	5
	1.81E-08
	0.375
	1.0164
	13.4495
	GRK6

	MOL001670
	GSHR_HUMAN
	5
	1.91E-07
	0.2889
	0.5715
	11.6126
	GSR

	MOL000098
	GSTO1_HUMAN
	5
	4.15E-09
	0.38
	0.38
	14.5987
	GSTO1

	MOL000098
	GSK3B_HUMAN
	5
	0.1593
	1
	2.6543
	0.9156
	GSK3B

	MOL001670
	HKDC1_HUMAN
	5
	4.47E-10
	0.3333
	1.8701
	16.3364
	HKDC1

	MOL001670
	I23O1_HUMAN
	5
	8.88E-16
	0.4286
	8.0257
	26.5847
	IDO1

	MOL001646
	I23O1_HUMAN
	5
	1.07E-07
	0.4
	3.8676
	12.0626
	IDO1

	MOL001646
	IF4H_HUMAN
	5
	7.18E-06
	0.3704
	0.3704
	8.7846
	EIF4H

	MOL001663
	IL1B_HUMAN
	5
	7.76E-19
	0.3611
	0.3611
	32.0636
	IL1B

	MOL000098
	IL2_HUMAN
	5
	5.61E-07
	0.371
	0.371
	10.7732
	IL2

	MOL000449
	IL2_HUMAN
	5
	6.34E-06
	0.3085
	0.3085
	8.882
	IL2

	MOL001659
	IL2_HUMAN
	5
	6.34E-06
	0.3085
	0.3085
	8.882
	IL2

	MOL000098
	IGF1R_HUMAN
	5
	0.6409
	1
	1.4773
	-0.4687
	IGF1R

	MOL001646
	ITF2_HUMAN
	5
	5.66E-11
	0.2941
	0.2941
	17.9471
	TCF4

	MOL000098
	KCC2B_HUMAN
	5
	0.0002684
	1
	1
	5.9613
	CAMK2B

	MOL001670
	KCNB1_HUMAN
	5
	4.21E-24
	0.2963
	0.2963
	41.5164
	KCNB1

	MOL001646
	KCNB1_HUMAN
	5
	1.57E-26
	0.3273
	0.3273
	45.878
	KCNB1

	MOL000098
	KCND3_HUMAN
	5
	1.11E-16
	0.42
	0.42
	28.5436
	KCND3

	MOL001670
	KCNK9_HUMAN
	5
	3.88E-14
	0.3261
	1.218
	23.6293
	KCNK9

	MOL001646
	KCNK9_HUMAN
	5
	1.79E-07
	0.3333
	0.6159
	11.6656
	KCNK9

	MOL000098
	KDM4E_HUMAN
	5
	5.12E-12
	0.7568
	1.0768
	19.8208
	KDM4E

	MOL001646
	KLK7_HUMAN
	5
	8.14E-06
	0.3111
	0.5992
	8.6871
	KLK7

	MOL000098
	KS6A3_HUMAN
	5
	4.32E-13
	0.4167
	7.3526
	21.7484
	RPS6KA3

	MOL000098
	LGUL_HUMAN
	5
	4.55E-24
	1
	2.352
	41.4571
	GLO1

	MOL000098
	LOX12_HUMAN
	5
	2.44E-11
	1
	1.9501
	18.6046
	ALOX12

	MOL000098
	LOX15_HUMAN
	5
	3.44E-08
	1
	2.4152
	12.949
	ALOX15

	MOL000098
	LOX5_HUMAN
	5
	1.44E-18
	1
	18.7733
	31.5798
	ALOX5

	MOL001670
	MALT1_HUMAN
	5
	5.55E-16
	0.3556
	1.2924
	26.96
	MALT1

	MOL001646
	MALT1_HUMAN
	5
	2.23E-08
	0.3617
	0.6502
	13.2874
	MALT1

	MOL001670
	MCLN3_HUMAN
	5
	3.71E-06
	0.3261
	1.2242
	9.299
	MCOLN3

	MOL000098
	MDR1_HUMAN
	5
	4.55E-15
	0.725
	11.941
	25.3033
	ABCB1

	MOL001670
	MITF_HUMAN
	5
	1.94E-10
	0.4167
	5.3771
	16.9847
	MITF

	MOL000098
	MET_HUMAN
	5
	0.7762
	1
	1.4773
	-0.7646
	MET

	MOL000098
	MMP3_HUMAN
	5
	0.5921
	1
	1
	-0.365
	MMP3

	MOL000098
	MMP13_HUMAN
	5
	0.8636
	1
	1
	-0.9873
	MMP13

	MOL000098
	MMP9_HUMAN
	5
	0.1025
	1
	2.4031
	1.2842
	MMP9

	MOL000098
	MMP2_HUMAN
	5
	0.6846
	1
	1.5952
	-0.5617
	MMP2

	MOL000358
	MPIP1_HUMAN
	5
	1.44E-24
	0.3594
	5.0274
	42.3554
	CDC25A

	MOL001670
	MPIP1_HUMAN
	5
	3.63E-08
	0.3721
	1.6046
	12.9082
	CDC25A

	MOL001663
	MPIP2_HUMAN
	5
	0.001649
	1
	1
	4.5452
	CDC25B

	MOL001670
	MPIP2_HUMAN
	5
	6.91E-14
	0.4615
	4.2899
	23.1777
	CDC25B

	MOL000098
	MRP1_HUMAN
	5
	2.34E-12
	1
	3.3321
	20.4321
	ABCC1

	MOL000358
	MRP4_HUMAN
	5
	6.37E-40
	0.3333
	1.2346
	69.9195
	ABCC4

	MOL001670
	MRP4_HUMAN
	5
	1.09E-09
	0.2807
	0.2807
	15.6426
	ABCC4

	MOL000449
	MRP4_HUMAN
	5
	2.34E-11
	0.3333
	0.3333
	18.6374
	ABCC4

	MOL001659
	MRP4_HUMAN
	5
	2.34E-11
	0.3333
	0.3333
	18.6374
	ABCC4

	MOL000098
	MYLK_HUMAN
	5
	6.78E-06
	0.7568
	0.7568
	8.8291
	MYLK

	MOL000098
	NEK2_HUMAN
	5
	0.002251
	1
	1
	4.3023
	NEK2

	MOL000098
	NEK6_HUMAN
	5
	2.18E-19
	1
	1
	33.0546
	NEK6

	MOL001663
	NF2L2_HUMAN
	5
	3.72E-08
	0.4857
	0.9378
	12.8886
	NFE2L2

	MOL000098
	NMUR2_HUMAN
	5
	3.22E-15
	0.4921
	0.4921
	25.5808
	NMUR2

	MOL000098
	NOX4_HUMAN
	5
	1.56E-25
	1
	4.3504
	44.0855
	NOX4

	MOL000358
	NPC1_HUMAN
	5
	3.27E-39
	0.4872
	0.7698
	68.6437
	NPC1

	MOL000449
	NPC1_HUMAN
	5
	2.24E-22
	0.4321
	0.4321
	38.4176
	NPC1

	MOL001659
	NPC1_HUMAN
	5
	2.24E-22
	0.4321
	0.4321
	38.4176
	NPC1

	MOL000358
	NPCL1_HUMAN
	5
	2.13E-74
	0.7049
	11.9046
	131.8136
	NPC1L1

	MOL000449
	NPCL1_HUMAN
	5
	1.43E-56
	0.6212
	9.0314
	99.8116
	NPC1L1

	MOL001659
	NPCL1_HUMAN
	5
	1.43E-56
	0.6212
	9.0314
	99.8116
	NPC1L1

	MOL001670
	NQO1_HUMAN
	5
	2.40E-12
	0.3784
	1.9288
	20.4121
	NQO1

	MOL001646
	NQO1_HUMAN
	5
	7.07E-08
	0.3171
	1.1987
	12.3872
	NQO1

	MOL001670
	NQO2_HUMAN
	5
	2.78E-15
	0.3659
	4.1614
	25.6976
	NQO2

	MOL001646
	NQO2_HUMAN
	5
	1.58E-10
	0.3721
	2.8306
	17.1453
	NQO2

	MOL000358
	NR1H3_HUMAN
	5
	9.14E-26
	0.7895
	15.061
	44.5026
	NR1H3

	MOL000449
	NR1H3_HUMAN
	5
	4.20E-23
	0.6719
	13.498
	39.7235
	NR1H3

	MOL001659
	NR1H3_HUMAN
	5
	4.20E-23
	0.6719
	13.498
	39.7235
	NR1H3

	MOL000358
	NR1H2_HUMAN
	5
	8.15E-08
	0.7377
	4.8087
	12.2771
	NR1H2

	MOL000449
	NR1H2_HUMAN
	5
	1.84E-07
	0.6719
	4.5893
	11.644
	NR1H2

	MOL001659
	NR1H2_HUMAN
	5
	1.84E-07
	0.6719
	4.5893
	11.644
	NR1H2

	MOL000358
	NR1H4_HUMAN
	5
	3.24E-19
	0.4058
	11.4927
	32.7452
	NR1H4

	MOL000449
	NR1H4_HUMAN
	5
	6.14E-09
	0.3288
	5.3129
	14.2934
	NR1H4

	MOL001659
	NR1H4_HUMAN
	5
	6.14E-09
	0.3288
	5.3129
	14.2934
	NR1H4

	MOL001670
	NSD2_HUMAN
	5
	2.20E-17
	0.3714
	5.0094
	29.4564
	NSD2

	MOL001646
	NSD2_HUMAN
	5
	5.89E-10
	0.3846
	2.8214
	16.1203
	NSD2

	MOL000358
	NTCP2_HUMAN
	5
	1.06E-28
	0.3803
	8.6115
	49.7713
	SLC10A2

	MOL000358
	NTCP_HUMAN
	5
	4.23E-42
	0.3803
	1.8807
	73.8296
	SLC10A1

	MOL000449
	NTCP_HUMAN
	5
	1.70E-07
	0.3067
	0.3067
	11.7043
	SLC10A1

	MOL001659
	NTCP_HUMAN
	5
	1.70E-07
	0.3067
	0.3067
	11.7043
	SLC10A1

	MOL000098
	NUAK1_HUMAN
	5
	2.26E-11
	1
	1
	18.6644
	NUAK1

	MOL001670
	P2RY4_HUMAN
	5
	1.05E-13
	0.3962
	2.8865
	22.8499
	P2RY4

	MOL001646
	P2RY4_HUMAN
	5
	3.95E-17
	0.375
	3.6334
	28.9996
	P2RY4

	MOL000098
	P85A_HUMAN
	5
	0.2183
	1
	1
	0.6425
	PIK3R1

	MOL001663
	PA21B_HUMAN
	5
	0.001746
	1
	1
	4.5007
	PLA2G1B

	MOL000098
	PA21B_HUMAN
	5
	0.0002226
	1
	1.2857
	6.1073
	PLA2G1B

	MOL001670
	PADI1_HUMAN
	5
	2.24E-10
	0.3023
	0.3023
	16.873
	PADI1

	MOL001646
	PADI1_HUMAN
	5
	9.46E-10
	0.2826
	0.2826
	15.7511
	PADI1

	MOL001670
	PADI2_HUMAN
	5
	2.24E-10
	0.3023
	0.3023
	16.873
	PADI2

	MOL001646
	PADI2_HUMAN
	5
	9.46E-10
	0.2826
	0.2826
	15.7511
	PADI2

	MOL001670
	PADI3_HUMAN
	5
	2.24E-10
	0.3023
	0.3023
	16.873
	PADI3

	MOL001646
	PADI3_HUMAN
	5
	9.46E-10
	0.2826
	0.2826
	15.7511
	PADI3

	MOL001670
	PADI4_HUMAN
	5
	4.21E-07
	0.3023
	0.3023
	10.9971
	PADI4

	MOL001646
	PADI4_HUMAN
	5
	1.09E-06
	0.2826
	0.2826
	10.2532
	PADI4

	MOL000098
	PDIA1_HUMAN
	5
	4.36E-43
	0.5849
	4.1411
	75.6001
	P4HB

	MOL000098
	PERM_HUMAN
	5
	1.31E-07
	1
	1.7964
	11.9074
	MPO

	MOL001670
	PGAM1_HUMAN
	5
	1.80E-19
	0.3095
	0.3095
	33.202
	PGAM1

	MOL001646
	PGAM1_HUMAN
	5
	3.14E-18
	0.2889
	0.2889
	30.9729
	PGAM1

	MOL001670
	PHLP2_HUMAN
	5
	5.76E-10
	0.3784
	0.3784
	16.1386
	PHLPP2

	MOL001646
	PHLP2_HUMAN
	5
	1.03E-07
	0.2857
	0.2857
	12.0935
	PHLPP2

	MOL001663
	PIN1_HUMAN
	5
	2.02E-06
	0.4598
	1.1928
	9.7738
	PIN1

	MOL000098
	PIM1_HUMAN
	5
	0.4143
	1
	3.0047
	0.0377
	PIM1

	MOL000098
	PKN1_HUMAN
	5
	2.59E-12
	1
	1
	20.3522
	PKN1

	MOL001663
	PLCG1_HUMAN
	5
	5.30E-12
	0.4872
	0.4872
	19.7934
	PLCG1

	MOL001670
	PLCG1_HUMAN
	5
	2.14E-18
	0.3929
	0.7643
	31.2735
	PLCG1

	MOL001646
	PLCG1_HUMAN
	5
	7.35E-08
	0.3077
	0.3077
	12.3576
	PLCG1

	MOL000098
	PLGF_HUMAN
	5
	4.47E-20
	0.386
	0.386
	34.2882
	PGF

	MOL000098
	PON1_HUMAN
	5
	6.74E-19
	0.3
	0.3
	32.1732
	PON1

	MOL001663
	PPAC_HUMAN
	5
	8.78E-12
	0.7069
	1.3736
	19.4003
	ACP1

	MOL000098
	PPAC_HUMAN
	5
	2.04E-17
	0.434
	2.0656
	29.5152
	ACP1

	MOL000098
	PPBI_HUMAN
	5
	3.30E-11
	0.5455
	1.8812
	18.3666
	ALPI

	MOL001670
	PPBT_HUMAN
	5
	4.76E-06
	0.3542
	1.9226
	9.1062
	ALPL

	MOL001670
	PPGB_HUMAN
	5
	8.79E-08
	0.3103
	4.7054
	12.2175
	CTSA

	MOL001670
	PTN13_HUMAN
	5
	2.41E-26
	0.3714
	1.3223
	45.5416
	PTPN13

	MOL001646
	PTN13_HUMAN
	5
	1.07E-06
	0.3077
	0.3077
	10.2696
	PTPN13

	MOL001663
	PTN2_HUMAN
	5
	1.39E-92
	1
	33.8943
	164.4645
	PTPN2

	MOL001663
	PTN6_HUMAN
	5
	5.36E-23
	0.6885
	2.7792
	39.5334
	PTPN6

	MOL001663
	PTN1_HUMAN
	5
	3.13E-66
	1
	69.913
	117.1504
	PTPN1

	MOL001663
	PTPRF_HUMAN
	5
	2.15E-07
	0.7069
	0.7069
	11.5205
	PTPRF

	MOL001670
	PTPRF_HUMAN
	5
	2.60E-06
	0.3043
	0.5938
	9.5783
	PTPRF

	MOL001663
	PTPRC_HUMAN
	5
	2.71E-05
	1
	1
	7.7486
	PTPRC

	MOL001670
	PTPRC_HUMAN
	5
	1.19E-62
	0.5278
	12.9151
	110.7245
	PTPRC

	MOL001646
	PTPRC_HUMAN
	5
	1.06E-08
	0.4146
	1.7081
	13.8683
	PTPRC

	MOL000098
	PTPRS_HUMAN
	5
	4.68E-55
	0.6667
	2.912
	97.0898
	PTPRS

	MOL000098
	PYGL_HUMAN
	5
	0.01865
	1
	1
	2.6471
	PYGL

	MOL000358
	RORA_HUMAN
	5
	4.66E-15
	0.5075
	1.5077
	25.2747
	RORA

	MOL000449
	RORA_HUMAN
	5
	1.20E-12
	0.4225
	1.256
	20.9524
	RORA

	MOL001659
	RORA_HUMAN
	5
	1.20E-12
	0.4225
	1.256
	20.9524
	RORA

	MOL000358
	RORG_HUMAN
	5
	7.33E-07
	0.7895
	6.8511
	10.5638
	RORC

	MOL001670
	S100B_HUMAN
	5
	2.66E-10
	0.3
	0.3
	16.7407
	S100B

	MOL000358
	S22A3_HUMAN
	5
	2.61E-06
	0.2877
	0.2877
	9.5735
	SLC22A3

	MOL000449
	S22A3_HUMAN
	5
	2.61E-06
	0.2877
	0.2877
	9.5735
	SLC22A3

	MOL001659
	S22A3_HUMAN
	5
	2.61E-06
	0.2877
	0.2877
	9.5735
	SLC22A3

	MOL000358
	S5A1_HUMAN
	5
	4.30E-33
	0.4507
	11.7623
	57.6575
	SRD5A1

	MOL000449
	S5A1_HUMAN
	5
	2.65E-14
	0.3919
	5.0199
	23.9223
	SRD5A1

	MOL001659
	S5A1_HUMAN
	5
	2.65E-14
	0.3919
	5.0199
	23.9223
	SRD5A1

	MOL000358
	S5A2_HUMAN
	5
	1.81E-45
	0.5593
	18.7844
	79.876
	SRD5A2

	MOL000449
	S5A2_HUMAN
	5
	3.38E-29
	0.5862
	12.0243
	50.6659
	SRD5A2

	MOL001659
	S5A2_HUMAN
	5
	3.38E-29
	0.5862
	12.0243
	50.6659
	SRD5A2

	MOL001670
	SENP6_HUMAN
	5
	5.32E-12
	0.4848
	4.0212
	19.7903
	SENP6

	MOL001670
	SENP8_HUMAN
	5
	7.44E-10
	0.4848
	2.7684
	15.9388
	SENP8

	MOL001670
	SENP7_HUMAN
	5
	9.34E-08
	0.4848
	3.9595
	12.1704
	SENP7

	MOL001646
	SENP7_HUMAN
	5
	9.03E-06
	0.4474
	2.9237
	8.6059
	SENP7

	MOL001670
	SGPL1_HUMAN
	5
	5.45E-17
	0.2951
	1.166
	28.7484
	SGPL1

	MOL000358
	SHBG_HUMAN
	5
	6.59E-40
	0.541
	5.7273
	69.893
	SHBG

	MOL000449
	SHBG_HUMAN
	5
	6.59E-40
	0.541
	5.7273
	69.893
	SHBG

	MOL001659
	SHBG_HUMAN
	5
	6.59E-40
	0.541
	5.7273
	69.893
	SHBG

	MOL000358
	SHH_HUMAN
	5
	5.58E-07
	0.3095
	0.3095
	10.7771
	SHH

	MOL000449
	SHH_HUMAN
	5
	5.88E-13
	0.3253
	0.6062
	21.5081
	SHH

	MOL001659
	SHH_HUMAN
	5
	5.88E-13
	0.3253
	0.6062
	21.5081
	SHH

	MOL000358
	SIA4A_HUMAN
	5
	1.34E-18
	0.3563
	0.3563
	31.6349
	ST3GAL1

	MOL000449
	SIA4A_HUMAN
	5
	1.22E-15
	0.2967
	0.2967
	26.2985
	ST3GAL1

	MOL001659
	SIA4A_HUMAN
	5
	1.22E-15
	0.2967
	0.2967
	26.2985
	ST3GAL1

	MOL000098
	SIAT1_HUMAN
	5
	9.98E-19
	0.5952
	0.9995
	31.8672
	ST6GAL1

	MOL001670
	SMAD3_HUMAN
	5
	1.11E-16
	0.3714
	0.6958
	28.4343
	SMAD3

	MOL001646
	SMAD3_HUMAN
	5
	7.35E-08
	0.3077
	0.3077
	12.3576
	SMAD3

	MOL001646
	SMCA2_HUMAN
	5
	1.57E-08
	0.283
	0.283
	13.5626
	SMARCA2

	MOL000358
	SRBP2_HUMAN
	5
	2.18E-14
	0.7049
	0.7049
	24.0793
	SREBF2

	MOL000449
	SRBP2_HUMAN
	5
	2.34E-12
	0.6
	0.6
	20.4318
	SREBF2

	MOL001659
	SRBP2_HUMAN
	5
	2.34E-12
	0.6
	0.6
	20.4318
	SREBF2

	MOL001670
	ST17B_HUMAN
	5
	2.63E-07
	0.3617
	0.9893
	11.3627
	STK17B

	MOL001646
	ST17B_HUMAN
	5
	3.46E-09
	0.34
	1.2654
	14.7407
	STK17B

	MOL001646
	SUZ12_HUMAN
	5
	3.76E-10
	0.3191
	0.3191
	16.471
	SUZ12

	MOL000098
	SYUA_HUMAN
	5
	2.22E-16
	0.3659
	3.7957
	27.7893
	SNCA

	MOL000098
	TAU_HUMAN
	5
	4.29E-09
	0.7568
	1.7387
	14.5732
	MAPT

	MOL001670
	TBB1_HUMAN
	5
	6.21E-21
	0.3415
	2.15
	35.8276
	TUBB1

	MOL001646
	TBB1_HUMAN
	5
	1.20E-14
	0.3182
	1.4843
	24.5408
	TUBB1

	MOL000098
	TERT_HUMAN
	5
	1.92E-10
	0.4375
	4.3428
	16.9966
	TERT

	MOL001663
	TF65_HUMAN
	5
	3.33E-16
	1
	2.682
	27.3838
	RELA

	MOL001663
	TF_HUMAN
	5
	5.55E-24
	1
	9.5858
	41.3013
	F3

	MOL001670
	TIF1A_HUMAN
	5
	3.24E-08
	0.3091
	0.8857
	12.9953
	TRIM24

	MOL001670
	TLR9_HUMAN
	5
	7.24E-06
	0.3617
	1.58
	8.7789
	TLR9

	MOL000358
	THRB_HUMAN
	5
	0.9968
	1
	1
	-1.8136
	F2

	MOL000098
	THRB_HUMAN
	5
	0.9968
	1
	1
	-1.8136
	F2

	MOL001670
	TS1R1_HUMAN
	5
	5.16E-06
	0.283
	0.283
	9.0424
	TAS1R1

	MOL000098
	TTHY_HUMAN
	5
	9.30E-08
	0.5952
	1.0725
	12.174
	TTR

	MOL001670
	TYDP2_HUMAN
	5
	1.20E-14
	0.3929
	2.8744
	24.5435
	TDP2

	MOL001646
	TYDP2_HUMAN
	5
	2.46E-09
	0.3333
	1.7962
	15.0063
	TDP2

	MOL001663
	UBP7_HUMAN
	5
	1.76E-08
	0.7069
	0.7069
	13.4731
	USP7

	MOL000449
	UD2B7_HUMAN
	5
	6.19E-07
	0.2836
	0.5672
	10.6962
	UGT2B7

	MOL001659
	UD2B7_HUMAN
	5
	6.19E-07
	0.2836
	0.5672
	10.6962
	UGT2B7

	MOL000098
	UFO_HUMAN
	5
	0.001483
	1
	1.4773
	4.6281
	AXL

	MOL000098
	V2R_HUMAN
	5
	0.0297
	1
	1
	2.2801
	AVPR2

	MOL000358
	VDR_HUMAN
	5
	2.13E-29
	0.4058
	11.055
	51.0238
	VDR

	MOL000098
	VEGFA_HUMAN
	5
	7.58E-07
	0.386
	0.386
	10.538
	VEGFA

	MOL000358
	VTDB_HUMAN
	5
	4.75E-38
	0.3012
	0.3012
	66.5565
	GC

	MOL000098
	XDH_HUMAN
	5
	5.18E-44
	1
	9.5757
	77.2614
	XDH

	MOL000098
	VGFR2_HUMAN
	5
	0.9993
	1
	2.3897
	-1.9917
	KDR


Supplementary Table 4 Molecular docking

	Active Ingredients
	Gene
	Vina score

	MOL000098
	CA3
	-7.7

	MOL000098
	CBS
	-9.7

	MOL000358
	EPHA3
	-7.5

	MOL000449
	EPHA3
	-7.7

	MOL001659
	EPHA3
	-7.6

	MOL000358
	G6PD
	-7.7

	MOL000449
	G6PD
	-8.1

	MOL001659
	G6PD
	-8.6

	MOL001670
	MITF
	-7.8

	MOL001663
	CDC25B
	-7.4

	MOL001670
	CDC25B
	-6.9

	MOL001663
	PTPRC
	-7.3

	MOL001670
	PTPRC
	-6.0 

	MOL001646
	PTPRC
	-6.3

	MOL000098
	TERT
	-7.9

	MOL000098
	AXL
	-9.1
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Supplementary figure 1 Flowchart describing the schematic overview of the study design.
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Supplementary figure 2 The NMF rank survey results showing an optimal grouping of three subgroups.
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Supplementary figure 3 Tumour immune correlation analysis based on the TIMER website. A Relationship between 9 candidate genes expression and immune cells.
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Supplementary figure 4 Differentially expressed genes analysis. a A PPI network of DEGs. (b) bubble plot, (c) Bar plot of gene ontology (GO) enrichment pathway and (d) bubble plot, Bar plot (e) of KEGG enrichment pathway in the first module of PPI network.
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Supplementary figure 5 Architecture of neural network models. a-b MLP model for differentiating tumor from normal samples based on the TARGET and GEO datasets. c MLP model for differentiating osteosarcoma from ewing sarcoma samples. d MLP model for differentiating metastases from non-metastases samples.
