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C: GO analysis for DEPs of AC_A vs EC_A
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regulation of cellular metabolic process:BP	regulation of metabolic process:BP	regulation of primary metabolic process:BP	GTPase activity:MF	protein sumoylation:BP	protein tag:MF	positive regulation of metabolic process:BP	regulation of macromolecule metabolic process:BP	regulation of nitrogen compound metabolic process:BP	regulation of cellular macromolecule biosynthetic process:BP	regulation of macromolecule biosynthetic process:BP	chromatin organization:BP	nucleic acid binding:MF	positive regulation of cellular process:BP	regulation of transcription, DNA-templated:BP	regulation of nucleic acid-templated transcription:BP	regulation of RNA biosynthetic process:BP	regulation of cellular biosynthetic process:BP	regulation of biosynthetic process:BP	inflorescence development:BP	15	17	13	11	3	3	7	14	11	10	10	5	38	8	8	8	8	10	10	2	Enrichment ratio	0.15	0.136	0.146067415730337	0.161764705882353	0.6	0.6	0.21875	0.135922330097087	0.154929577464789	0.163934426229508	0.163934426229508	0.294117647058824	0.0920096852300242	0.190476190476191	0.181818181818182	0.181818181818182	0.181818181818182	0.15625	0.153846153846154	1	
Number


Enrichment ratio



Number	***
***
***
***
***
***
***
***
***
***
***
***
**
**
**
**
**
**
**
**

glutamine biosynthetic process:BP	ammonia ligase activity:MF	glutamate-ammonia ligase activity:MF	acid-ammonia (or amide) ligase activity:MF	carotenoid biosynthetic process:BP	tetraterpenoid biosynthetic process	monooxygenase activity:MF	calcium ion binding:MF	tetraterpenoid metabolic process:BP	carotenoid metabolic process:BP	ribosomal small subunit biogenesis:BP	ribonucleoprotein complex subunit organization:BP	alcohol metabolic process:BP	ribonucleoprotein complex assembly:BP	oxidoreductase activity, acting on the CH-OH group of donors, oxygen as acceptor:MF	amidase activity:MF	protein targeting:BP	translation initiation factor activity:MF	regulation of stomatal movement:BP	proteasome complex:CC	6	6	6	6	5	5	13	25	5	5	4	13	11	12	4	4	8	16	3	12	Enrichment ratio	0.857142857142857	0.857142857142857	0.857142857142857	0.857142857142857	1	1	0.419354838709678	0.280898876404494	0.833333333333333	0.833333333333333	1	0.351351351351351	0.366666666666667	0.342857142857143	0.8	0.8	0.421052631578947	0.290909090909091	1	0.324324324324324	
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transporter activity:MF	integral component of membrane:CC	intrinsic component of membrane:CC	transmembrane transporter activity:MF	membrane part:CC	anion transmembrane transporter activity:MF	organic acid transmembrane transporter activity:MF	carboxylic acid transmembrane transporter activity:MF	substrate-specific transporter activity:MF	plastid outer membrane:CC	chloroplast outer membrane:CC	outer membrane:CC	organelle outer membrane:CC	small ribosomal subunit:CC	substrate-specific transmembrane transporter activity:MF	developmental vegetative growth:BP	P-P-bond-hydrolysis-driven protein transmembrane transporter activity:MF	allene-oxide cyclase activity:MF	ribonucleoprotein complex:CC	organic anion transmembrane transporter activity	20	68	68	18	75	5	3	3	13	3	3	4	4	5	11	2	2	2	21	3	Enrichment ratio	0.190476190476191	0.102409638554217	0.102102102102102	0.1875	0.0967741935483871	0.416666666666667	0.75	0.75	0.166666666666667	0.6	0.6	0.4	0.4	0.294117647058824	0.159420289855073	1	1	1	0.11731843575419	0.5	
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