

A: GO analysis for DEGs of AC_N vs EC_N
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C: GO analysis for DEGs of AC_A vs EC_A

Number	pattern binding:MF	polysaccharide binding:MF	photosystem II:CC	tetrapyrrole binding:MF	ADP binding:MF	carbohydrate binding:MF	O-methyltransferase activity:MF	adenyl ribonucleotide binding:MF	photosynthesis, light harvesting:BP	adenyl nucleotide binding:MF	integral component of membrane:CC	intrinsic component of membrane:CC	protein kinase activity:MF	small molecule binding:MF	nucleoside phosphate binding:MF	nucleotide binding:MF	ribonucleotide binding:MF	membrane part:CC	carbohydrate derivative binding:MF	heme binding:MF	56	56	12	73	233	103	15	647	9	647	1108	1108	284	713	706	706	676	1123	679	64	-log10(FDR)	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	3.00472695004123	2.98693853884051	2.98693853884051	2.98027188507019	2.98027188507019	2.98027188507019	2.98027188507019	2.9756936398462	2.9756936398462	2.93293482259865	





Number	xyloglucan metabolic process:BP	cell wall macromolecule metabolic process:BP	xyloglucan:xyloglucosyl transferase activity:MF	cell wall biogenesis:BP	hemicellulose metabolic process:BP	sequence-specific DNA binding:MF	cellular carbohydrate metabolic process:BP	cellular glucan metabolic process:BP	glucan metabolic process:BP	cell wall organization:BP	cell wall polysaccharide metabolic process:BP	transcription factor activity, sequence-specific DNA binding:MF	nucleic acid binding transcription factor activity:MF	cell wall organization or biogenesis:BP	external encapsulating structure organization:BP	response to auxin:BP	kinase activity:MF	protein kinase activity:MF	cellular polysaccharide metabolic process:BP	phosphotransferase activity, alcohol group as acceptor:MF	12	13	12	17	12	39	29	23	23	22	12	71	71	23	22	10	150	123	23	124	-log10(FDR)	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	3.27739937684179	





Number	nucleic acid binding transcription factor activity:MF	transcription factor activity, sequence-specific DNA binding:MF	circadian rhythm:BP	rhythmic process:BP	response to abiotic stimulus:BP	cellular response to heat:BP	response to blue light:BP	phototropism:BP	response to light stimulus:BP	response to radiation:BP	negative regulation of gene silencing:BP	negative regulation of chromatin silencing:BP	positive regulation of gene expression, epigenetic:BP	reproduction:BP	anther development:BP	nucleosome positioning:BP	response to heat:BP	chromatin assembly:BP	sequence-specific DNA binding:MF	unfolded protein binding:MF	15	15	4	4	13	4	3	2	8	8	2	2	2	2	2	2	5	2	9	6	-log10(FDR)	2.88473707655844	2.88473707655844	2.49418912848779	2.47721525817364	1.61195802710706	1.4963587762154	1.4963587762154	1.4963587762154	1.17635358268715	1.11818587962407	1.11818587962407	1.11818587962407	1.11818587962407	1.11818587962407	1.11818587962407	1.11818587962407	1.09228787784916	1.04035174059618	0.907582481816465	0.844607076963513	





