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	Function
	Term
	P-value
	Adjusted p-value
	Enrichment score
	Variation tendency

	BP
	regulation of biological quality
	8.54×10-6
	0.06
	5.07
	Upregulated

	BP
	cell cycle
	2.94×10-5
	0.09
	4.53
	Upregulated

	BP
	response to cholesterol
	3.78×10-5
	0.09
	4.42
	Upregulated

	BP
	response to sterol
	7.23×10-5
	0.13
	4.14
	Upregulated

	BP
	cellular component organization
	2.03×10-4
	0.18
	3.69
	Upregulated

	BP
	regulation of primary metabolic process
	2.24×10-4
	0.18
	3.65
	Upregulated

	BP
	chromosome organization
	2.39×10-4
	0.18
	3.62
	Upregulated

	BP
	mitotic cell cycle
	2.39×10-4
	0.18
	3.62
	Upregulated

	BP
	positive regulation of cellular metabolic process
	2.39×10-4
	0.18
	3.62
	Upregulated

	BP
	cortical actin cytoskeleton organization
	2.63×10-4
	0.18
	3.58
	Upregulated

	CC
	intracellular
	1.38×10-13
	1.19×10-10
	12.86
	Upregulated

	CC
	cytoplasm
	5.95×10-11
	2.56×10-8
	10.23
	Upregulated

	CC
	intracellular organelle
	4.47×10-9
	1.29×10-6
	8.35
	Upregulated

	CC
	organelle
	3.57×10-8
	7.68×10-6
	7.45
	Upregulated

	CC
	cytosol
	8.12×10-8
	1.40×10-5
	7.09
	Upregulated

	CC
	nucleoplasm
	1.24×10-7
	1.79×10-5
	6.91
	Upregulated

	CC
	intracellular membrane-bounded organelle
	5.96×10-6
	7.34×10-4
	5.23
	Upregulated

	CC
	membrane-bounded organelle
	1.01×10-5
	1.09×10-3
	5.00
	Upregulated

	CC
	nucleus
	2.25×10-5
	2.15×10-3
	4.65
	Upregulated

	CC
	cytoskeleton
	2.74×10-5
	2.36×10-3
	4.56
	Upregulated

	MF
	protein binding
	8.22×10-6
	6.13×10-3
	5.09
	Upregulated

	MF
	enzyme binding
	1.85×10-5
	6.13×10-3
	4.73
	Upregulated

	MF
	purine nucleotide binding
	1.92×10-5
	6.13×10-3
	4.72
	Upregulated

	MF
	nucleotide binding
	2.37×10-5
	6.13×10-3
	4.63
	Upregulated

	MF
	nucleoside phosphate binding
	2.40×10-5
	6.13×10-3
	4.62
	Upregulated

	MF
	purine ribonucleotide binding
	3.39×10-5
	6.20×10-3
	4.47
	Upregulated

	MF
	chromatin binding
	3.40×10-5
	6.20×10-3
	4.47
	Upregulated

	MF
	ribonucleotide binding
	4.20×10-5
	6.71×10-3
	4.38
	Upregulated

	MF
	adenyl ribonucleotide binding
	5.01×10-5
	7.09×10-3
	4.30
	Upregulated

	MF
	adenyl nucleotide binding
	5.88×10-5
	7.09×10-3
	4.23
	Upregulated

	BP
	cellular component organization
	1.20×10-9
	8.42×10-6
	8.92
	Downregulated

	BP
	cellular component organization or biogenesis
	1.08×10-8
	2.74×10-5
	7.97
	Downregulated

	BP
	regulation of cellular metabolic process
	1.55×10-8
	2.74×10-5
	7.81
	Downregulated

	BP
	organelle organization
	1.81×10-8
	2.74×10-5
	7.74
	Downregulated

	BP
	cellular macromolecule metabolic process
	1.96×10-8
	2.74×10-5
	7.71
	Downregulated

	BP
	negative regulation of cellular process
	1.82×10-7
	2.13×10-4
	6.74
	Downregulated

	BP
	regulation of cellular process
	2.44×10-7
	2.16×10-4
	6.61
	Downregulated

	BP
	cellular response to stress
	2.46×10-7
	2.16×10-4
	6.61
	Downregulated

	BP
	regulation of primary metabolic process
	6.24×10-7
	4.86×10-4
	6.20
	Downregulated

	BP
	regulation of nitrogen compound metabolic process
	1.18×10-6
	7.58×10-4
	5.93
	Downregulated

	CC
	intracellular
	1.19×10-15
	1.03×10-12
	14.92
	Downregulated

	CC
	intracellular organelle
	3.21×10-12
	1.38×10-9
	11.49
	Downregulated

	CC
	organelle
	1.93×10-11
	5.55×10-9
	10.71
	Downregulated

	CC
	cytosol
	2.57×10-10
	5.54×10-8
	9.59
	Downregulated

	CC
	microtubule cytoskeleton
	1.78×10-9
	3.06×10-7
	8.75
	Downregulated

	CC
	intracellular membrane-bounded organelle
	2.80×10-9
	4.03×10-7
	8.55
	Downregulated

	CC
	membrane-bounded organelle
	4.38×10-9
	5.39×10-7
	8.36
	Downregulated

	CC
	nucleoplasm
	6.77×10-8
	6.60×10-6
	7.17
	Downregulated

	CC
	nucleus
	6.89×10-8
	6.60×10-6
	7.16
	Downregulated

	CC
	cytoplasm
	3.35×10-7
	2.88×10-5
	6.48
	Downregulated

	MF
	binding
	2.19×10-8
	2.80×10-5
	7.66
	Downregulated

	MF
	GTPase regulator activity
	2.14×10-7
	1.37×10-4
	6.67
	Downregulated

	MF
	protein binding
	4.29×10-7
	1.83×10-4
	6.37
	Downregulated

	MF
	GTPase activator activity
	8.48×10-7
	2.71×10-4
	6.07
	Downregulated

	MF
	nucleoside-triphosphatase regulator activity
	1.50×10-6
	3.83×10-4
	5.82
	Downregulated

	MF
	ubiquitin-protein transferase activity
	2.00×10-6
	4.25×10-4
	5.70
	Downregulated

	MF
	ubiquitin-like protein transferase activity
	5.37×10-6
	9.81×10-4
	5.27
	Downregulated

	MF
	catalytic activity, acting on a protein
	6.87×10-6
	1.10×10-3
	5.16
	Downregulated

	MF
	enzyme binding
	1.44×10-5
	2.05×10-3
	4.84
	Downregulated

	MF
	protein domain specific binding
	6.13×10-5
	7.70×10-3
	4.21
	Downregulated



